PDC-S01_WP_067088819.1 (CLADMMKD_00010)
1 23 4 5 6 8 11 12 13 14 mads_8 (CLADMMKD_00015)
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IMGPR_plasmid_3300029357_000083: 51-10,559 (+)
L-2-hydroxyglutarate dehydrogenase (KCAMEKEA_00003)
Ferredoxin--NADP reductase (KCAMEKEA_00002)

Flycerol kinase (KCAMEKEA_00004)
1

6 7 8 1S3 family transposase ISRhba2 (KCAMEKEA_00009)
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IMGPR_plasmid_3300029746_000098:290-12,871 (+)
Transcriptional regulatory protein YpdB (FFMPCEQOI_00048)
Accessory gene regulator protein B (FFMPCEOI_00050)

50
54 53 52 51 [ 48 46 45

N
S~
S

IMGPR _plasmid_3300029194 000074:47,926-58,383 (-)

Transcriptional regulatory protein YpdB (DPKDEECO_00007)
Accessory gene regulator protein B (DPKDEECO_00005)
12 3 4 6 | 8 9
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IMGPR_plasmid_3300008705_000057:438-10,027 (+)
Accessory gene regulator protein B (IPNPNDCL_00048)

Tyrosine recombinase XerC (IPNPNDCL_00055) Transcriptional regulatory protein YpdB (IPNPNDCL_00046)
53 50
56 tRNA-Met(cat) 54 5251 49 47 45 44
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\MGPRJ;)\asmid753000297697000122: 48,261-62,059 (-)
Accessory gene regulator protein B (EBMPMIMJ_00010)
Tyrosine recombinase XerC (EBMPMIMJ_00003) Transcriptional regulatory protein YpdB (EBMPMIMJ_00012)
1 3 45 6 7 8 \ 10 12 13
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IMG PRip\asmid753000295747000 111:685-14,483 (+)
Accessory gene regulator protein B (JJDPBCKI_00043)
Tyrosine recombinase XerC (JJDPBCKI_00050)
48 Transcriptional regulatory protein YpdB (JJDPBCKI_00041)
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IMGPR_plasmid_3300029426_000091: 42.207-54,369 (-)

Transcriptional regulatory protein YpdB (EJIGJNKN_00011)
Accessory gene regulator protein B (EJIGJNKN_00009)
Tyrosine recombinase XerC (EJIGINKN_00002)
2 34 5 67 9
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IMGPR _plasmid_3300023497_000081:410-12,572 (+)
Tyrosine recombinase XerC (OLNECOHM_00049) Transcriptional regulatory protein YpdB (OLNECOHM_00041)
drt-cluster579 DRT (OLNECOHM_OOOS?) Accessory gene regulator protein B (OLNECOHM_06043)
50 \ 48 47 46 4544 42 \ 40 39
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IMGPR_plasmid_3300006476_000052:36,821-51,916 (-)
PtuB1_00010 Unknown (ICLLPLKM_00054)

Tyrosine recombinase XerC (ICLLPLKM_00052) Transcriptional regulatory protein YpdB (ICLLPLKM_00044)
PtuA1_00004 AAA (ICLLPLKM_00055) Accessory gene regulator protein B (ICLLPLKM_00646)
56 | 53 51 50 49 4847 45 | 43 42

I D D B

N S
IMGPR_plasmid_3300029209_000073: 37,025-53,144 (-)
Nucleoid occlusion protein (GKDNHIEF_00025)

DS-15_55-15A (GKDNHIEF_00024) Transcriptional regulatory protein YpdB (GKDNHIEF_00012)
DNA primase (GKDNHIEF_00023) Accessory gene regulator protein B (GKDNHIEF_00014)
27 26 | 22 21 2019 18 17 1615 13 | 11 10
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IMGPR_plasmid_3300029387_000116:1,834-17,542 (-)

AbiEii_WP_010527912.1 AbiEii (ECKOBDFK_00004) Accessory gene regulator protein B(ECKOBDFK_00014)
AbiEi_WP_025580240.1 AbiEi (ECKOBDFK_00003) Tyrosine recombinase XerC (ECKOBDFK_00008) Transcriptional regulatory protein YpdB (ECKOBDFK_00016)
Menshen__NsnA (ECKOBDFK_OOBO2) AbiGii (ECKOBDFK_00006) capH (ECKOBDFK_00017)
1 | AbiGi (ECKOBDFK_00005) 7 9 10 11 1213 15 | T 18

— —— E— — >“
IMGPR_plasmid_3300029112_000099: 569-19,624 (+)
t 7000 nt {

defence (DefenseFinder) defence (PADLOC) tRNA
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