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IMGPR_plasmid_3300053491_070680: 12,383-17,963 (+); 1-5,273 (+)
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IMGPR_plasmid_3300053491_078556: 1-7,737 (-); 14,260-17,340 (-)
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IMGPR_plasmid_3300029211_000054: 23-10,070 (-)

Beta-peptidyl aminopeptidase BapA (HDDJAAMK_00004)
26 1 D-alanine aminotransferase (HDDJAAMK_00003)
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IMGPR_plasmid_3300053491_076765:15,199-20,258 (+); 1-6,538 (+)
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IMGPR _plasmid_3300053491_074678:1-5,002 (-); 13,070-19,640 (-)
putative ABC transporter ATP-binding protein NosF (LHEGHCEO_00008)
Fluoroquinolones export ATP-binding protein (LHEGHCEO_00009) 4 3

IMGPR_plasmid_7000000071_000036: 765-9,106 (-)
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