Protein of unknown function (Retron_VII_2_ DUF3800) (LGCALJGD_00032)
ISNCY family transposase ISBcen27 (LGCALJGD_00033)
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IMGPR_plasmid_2859793810_000001: 103,666-118,927 (-)
1S4 family transposase ISVsa5 (IIPAIMAN_00169)
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IMGPR_plasmid_637000254_000001: 137,218-153,928 (+)
cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (EMACBPCK_00031)
HTﬁ-type transcriptional regulator CatM (EMACBPCK_00033)
Fumarate reductase flavoprotein subunit (EMACBPCK_00034)
HTH-type transcriptional regulator SrpS (EMACBPCK_00030) \ 35 Proline/betaine transporter (EMACBPCK_00036)
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IMGPR_plasmid_2747842584_000001: 16,081-33,887 (+)
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IMGPR_plasmid_640048520_000001: 128,983-142,866 (-)
tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (BPPOLBPP_00198)
Tetracycline repressor protein class B from transposon Tn10 (BPPOLBPP_00197)
1S4 family transposase ISVsa5 (BPPOLBPP_00190) Transposoﬁ Tn10 TetD protein (BPPOLBPP_00200)
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putative protein YqjZ (BPPOLBPP_‘00194)
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IMGPR _plasmid 2917368463 _000001: 158,080-181,594 (+)
tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (MPAMNEFI_00194)
Tetracycline repressor protein class B from transposon Tn10 (MPAMNEFI_00193)
Transposoﬁ Tn10 TetD protein (MPAMNEFI_00196)
1S4 family transposase ISVsa5 (MPAMNEFI_00187) Transposon Tn10 TetC protein (MPAMNEFI_00195)
Sodium/glutamate symporter (MPAMNEFI_00189) IS4‘famin transpoéase ISVsa5 (MPAMNEFI_00197)
putative protein YqjZ (MPAMNEFI_‘OOl?O)
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IMGPR _plasmid_2877913132_000001: 159,860-183,374 (+)
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