PDC-M59B_WP_004346377.1 (NABHFMPM_00026)
Protein VirD4 (NABHFMPM_00023) Lamassu-Fam__LmuA_effector_Hydrolase (NABHFMPM_00030)
24 25 27 28 29 31 32
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IMGPR _plasmid_3300023312_000065:21,845-31,653 (+)
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IMGPR_plasmid_3300029316_000140: 167-8,726 (-)

Arsenical-resistance protein Acr3 (MKFHGHHL_00003)
6 5 Jallet_2C_hits_grouped (MKFHGHﬁL_OOOO4) 2 1

IMGPR_plasmid_3300029362_000315: 117-9,035 (-)
Sortase B (VF0789) (HNJPOOPC_00003)
4 2
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— —
IMGPR_plasmid_3300007210_000095:40-11,554 (-)
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—
IMGPR_plasmid_3300029521_000120: 700-8,684 (-)

—
IMGPR_plasmid_3300029490_000066: 11,886-17,050 (+)
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IMGPR_plasmid_3300029620_000182: 191-5,535 (-)
21 22

IMGPR_plasmid_3300014769_000019: 12,182-16,683 (+)

IMGPR_plasmid_3300029348_000085: 98-8,000 (-)
SOS response-associated protein YedK (LCNENPKK_00027) Accessory gene regulator protein B (LCNENPKK_00032)
DNA polymerase IV (LCNENPKK_00029)
22 23 2425 26 28 30 31 33

%4

—
IMGPR _plasmid_3300029374_000113: 15,867-28,675 (+)

SOS response-associated protein YedK (FGKMEIDL_00003)
putative protein YjbR (FGKMEIDL_00005)

|
)
5

IMGPR _plasmid_3300029737_000182:61-9,161 (-)
5000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




