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IMGPR_plasmid_3300029435_000269: 73-6,160 (+)
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IMGPR_plasmid_3300029445_000314: 14,559-20,334 (-)
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IMGPR_plasmid_3300029788_000273: 14,559-21,924 (-)
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IMGPR_plasmid_3300029054_000167: 13-5,278 (+)
24 23

IMGPR_plasmid_3300029377_000255: 14,988-19,308 (-)
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IMGPR_plasmid_3300029381_000270: 37-5,146 (+)
retron_type_VI_hth_cluster2_1 (EEDBMPCC_00004)

SpaH-type pili (VF0727) (EEDBMPCC_00003)

Sortase B (VF0789) (EEDBMPCC_00002)
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IMGPR_plasmid_3300029769_000328: 215-12,085 (+)
retron_type_VI_hth_cIustﬂZ_l (MPHCIANP_00028)
SpaH-type pili (VFO727) (MPHCIANP_00029)
Sortase B (VF0789) (MPHCIANP_00030)
32 SpaD-type pili (VF0726) (MPHCIANP_00031) \ | 27 26 25

IMGPR_plasmid_3300029750_000189: 15,525-31,044 (-)
28 27 26 25 24

IMGPR_plasmid_3300029422_000187: 17,903-29,525 (-)
25 24 23 22

IMGPR_plasmid_3300039314_000132: 17.898-28,262 (-)
28 27 26 25 23 21

IMGPR_plasmid_3300007210_000194: 17,285-27,478 (-)
k 6000 nt |
defence (PADLOC) virulence (VFDB)




