
IMGPR_plasmid_2854666061_000003: 54,521-68,024 (+)

49 50 51 52 53 54 55 56
LPS (VF0085) (EMDICMKG_00057)

ATP synthase subunit beta (EMDICMKG_00058)
ATP synthase epsilon chain (EMDICMKG_00059)

60 61
ATP synthase subunit a

IMGPR_plasmid_2740891827_000003: 50,874-65,032 (-)

ATP synthase subunit a (HDHAEEFP_00052)
LPS (VF0085) (HDHAEEFP_00057)5859

IMGPR_plasmid_2721755735_000001: 106,610-121,046 (+)

105 106

dTDP-glucose 4,6-dehydratase (BGHGJNLO_00107)

108
109

110

IMGPR_plasmid_651324095_000003: 77,458-89,386 (-)

808183

IMGPR_plasmid_2681813553_000005: 50,573-61,543 (-)

5861

IMGPR_plasmid_2825941428_000001: 106,244-119,716 (-)

108

IMGPR_plasmid_2512875023_000001: 95,981-109,453 (-)

9598

IMGPR_plasmid_2854681122_000001: 26,903-40,115 (+)

28 31

5000 nt

virulence (VFDB)


