Regulator of nucleoside diphosphate kinase (EMDICMKG_00073)
C4-dicarboxylic acid transporter DauA (EIWDICMKG,OOO71)
ATP synthase gamma chain (EMDICMKG_00066)
ATP synthase subunit c (EMDICMKG_00063)
ATP synthase subunit alpha (EMDICMKG_00065)
ATP synthase subunit b (EMDICMKG_00064)
ATP'synthase subunit a (EMDICMKG_00062) retron_type_VI_hth_cluster2_1 (EMDICMKG_00074)
—H ‘ L-lactate transporter (EMDICMKG_00069)

67 68 70 | 72
IMGPR_plasmid_2854666061_000003: 68,021-84,487 (+)
48 47 46 L-lactate transporter (GJBPGFJF_00045)

putative D-xylose utilization operon transcriptional repressor (EMDICMKG_00075)

IMGPR _plasmid_2681813553_000005: 34,904-51,256 (-)
L-lactate transporter (HDHAEEFP_00045)
47 46 41 39

IMGPR_plasmid_2740891827_000003: 35,061-51,557 (-)
Sigma L (VF0855) (EAKCFFPE_00042)

Protein FecR (EAKCFFPE_00043)
41 \ 44 Iron(3+)-hydroxamate import ATP-binding protein FhuC (EAKCFFPE_00045)

-
IMGPR_plasmid_2854681122_000001:40,369-54,402 (+)
3 2 1

IMGPR _plasmid 2841531823 000001: 1-7,544 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcrlptlonal regulator (NFO10315.0) (FDJIELLO_00052)
Iron(3+) hydroxamate import system permease protein FhuB (FDJIELLO_00058)
Ferrichrome outer membrane transporter/phage receptor (FDJIELLO_00056)
Iron(3+)-hydroxamate-binding protein FhuD (FDJIELLO_00057)
HTH-type transcriptional regulatdr NimR (FDJIELLO_00051) PCP degradation transcriptional activation protein (FDJIELLO_00072)
1S1182 family transposase ISPye55 (FDJIELLO_00041) ‘ ‘ Putative aminoacrylate hydrolase RutD‘(FiDJIELL0,000é8)
15110 family transposase ISPye32 ( DJIELLO _00048) ABC-type heme transporter (VFO739) (FDJIELLO_00059)

151182 family transposase ISPse1 (FDJIELLO_00042) Zinc transporter ZitB (FDJIELLO 00053 Threonine efflux protein (FDJIELLO_00066)
44 Slgma L (VFOB55) FDJIELLO_00054) 60 70
40 43[45 46 47 | 49 50 | Protein FecR (FDJIELLO_00055) Te16263 64 65 | 67 6971 | 73
- - _——
IMGPR _plasmid_3300033575_000013:39,113-80,756 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (KJCJOABD_00106)
Irc%(:ﬁ)-hydroxamate import system permease protein FhuB (KJCJOABD_00100)
Ferrichrome outer membrane transporter/phage receptor (KJCJOABD_00102)
Irbn(3+)-hydroxamate-b|nding protein FhuD (KJCJOABD_00101)
HTH-type transcriptional regulator NimR (KJCJOABD_Od107) ‘ PCP degradation transcriptional activation protein (KJCJOABD_00085)
1S110 family transposase ISPye32 (REJ‘OABD_OOMO) ABC-t\}pe heme transporter (VF0739) (KJCJOABD_00099)
Zinc transporter ZitB (KJCJOABD_00105) Putative aminoacrylate hydrolase RutD (KJCJOABD_00090)
151182 family transposase ISPse1 (KJCJOABD_00115) Sigma L (VFO855) (KJCJOABD_00104) Threonine efflux protein (KJCJOABD_00092)
113 108 | | L | 98 8987
116 | 114 [112 111 109]  |Protein FecR (KJCJOABD_00103) 19796 95 94 93 | 91 Tegss | 84
- - _—
IMGPR _plasmid_3300033576_000012: 1-4,537 (-); 85,494-122,667 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcrlptlonal regulator (NFO10315.0) (PKJDIHLE_00102)
Iron(3+) hydroxamate import system permease protein FhuB (PKJDIHLE_00096)
Ferrichrome outer membrane transporter/phage receptor (PKJDIHLE_00098)
Iron(3+)-hydroxamate-binding protein FhuD (PKJDIHLE_00097)
HTH-type transcriptional regulator NimR (PKJDIHLE_00103) T ‘ PCP degradation transcriptional activation protein (PKJDIHLE_00082)
1S110 family transposase ISPyeBZ(T"RJDIHLE,OOlOé) ABC—t\‘/pe heme transporter (VF0739) (PKJDIHLE_00095)
151182 family transposase ISPye55 (PKJDIHLE_00112) ZirTctranspdrter ZitB(PKJDIHLE_OOldl) Putative aminoacrylate hydrolase RutD (PKJDIHLE_00087)
151182 family transposase ISPse1 (PKJDIHLE_00111) Sigma L (VF0855) (PKJDIHLE_00100) Threonine efflux protein (PKJDIHLE_00089)
109 104 | | 94 8684
113| | 110]108 107 105] | Protein FecR (PKJDIHLE_00099) 1939291 90 88 8583 | 81
- - L |

IMGPR _plasmid_3300033602_000010:82,268-122,292 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (GIIABGKE_00080)
Ferrichrome outer membrane transporter/phage receptor (GIIABGKE_00076)
‘ PCP degradation transcriptional activation protein (GIIABGKE_00062)
Iron(3+)-hydroxamate-binding protein FhuD (GIIABGKE_00075)
HTH-type transcriptional regulator CueR (GIIABGKE_00066)
HTH-type transcriptional regulator NimR (GﬂABGKE_OOO70)

HTH-type transcriptional regulator NimR (GIIABGKE_00081) Putative aminoa(?ﬂate hydrolasé RutD (‘GIIABGKE,00067)
1S1182 family transposase ISPye55 (GIIABGKE_00092) ABC»t\‘/pe heme transporter (VF0739) (GIIABGKE,OOO73)
1S110 family transposase ISPye32 (GIIABGKE_00084) ABC transpor‘ter (VFO741W@IABGKE_OOO74)
ISNCY family transposase ISRel26 (G| IABGKE 00096) Zinc transporter ZitB (GIIABGKE 00079) Threonine efflux protein (GIIABGKE_00069)
95 Sigma L (VFO855) (GIIABGKE_00078) 64
T9493 |91 9089I 87 86 85| 83 82 | Protein FecR (GIIABGKE 00077) 72 71 68 6563 | 61

IMGPR_plasmid_2687453445_000001: 60,756-103,611 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(l)-responsive transcriptional regulator (NFO10315.0) (JAAHHJBD_00081)
Ircm(3+)-hyd roxamate import system permease protein FhuB (JAAHHJBD_00075)
Ferrichrome outer membrane transporter/phage receptor (JAAHHJBD_00077)
‘ PCP degradation transcriptional activation protein (JAAHHJBD_00062)
Iron(3+)-hydroxamate-binding protein FhuD (JAAHHJBD_00076)
‘ ‘ HTH-type transcriptional regulator CueR (JAAHHJBD_00066)
HTH-type transcriptional regulator NimR (JAAHHJBD_00082) HTH-type transcriptional regulator NimR (JAKHHJBD_OOO70)

151182 family transposase ISPye55 (JAAHHJBD_00093) | Putative aminoacrylate hydrolase RutD (JAAHHJBD_00067)
1S110 family transposase ISPye32 (JAAHHJBD_00085) ABC-type heme transporter (VF0739) (JAAHHJBD 00074)
ISNCY family transposase ISRel26 (JAAHHJBD_00096) Zinc transporter 'ZitB (JAAHHJBD OOOBO) hreonine efflux proteln (JAAHH BD_00069)
95 91 89 Sigma L (VF0855) (JAAHHJBD_00079) 64
T9a |927 90| 88 87 86 | 84 83 |Protein FecR (JAAHHJBD' 00078) 7372 71 68 6563 | 61
b H

IMGPR _plasmid 2825941428 000001:63,137-105,990 (-)
Iron(3+)-hydroxamate import system permease protein FhuB (LCAMPEEN_00056)
Ferrichrome outer membrane transporter/phage receptor (LCAMPEEN_00058)
Iron(3+)-hydroxamate-binding protein FhuD (LCAMPEEN_00057)
1S1182 family transposase ISPye55 (LCAMPEEN_00067) é
1S3 family transTposase ISPmar2 (LCAMPEEN_00062)
ATP synthase gamma chain (LCAMPEEN 00071) ABC- t\/pe heme transporter (VF0739) (LCAMPEEN_00055)
DBrmC_00006 DrmC (LCAMPEEN_00063) A |
Zinc transporter ZitB (LCAMPEEN_00061) PCP degradation transcriptional activation protein (LCAMPEEN_00051)

Sigma L (VF0855) (LCAMPEEN_00060)
66 Protein FecR (LCAMPEEN_00059) 53
76 706968 |T6564| | | \ | 547 52 50

IMGPR _plasmid_651324095_000003: 50,615778.3-98 )
} 10000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




