
IMGPR_plasmid_3300033576_000012: 81,869-91,494 (+)

Glutathione transport system permease protein GsiD (KJCJOABD_00075)
Glutathione transport system permease protein GsiC (KJCJOABD_00076)

Glutathione-binding protein GsiB (KJCJOABD_00077)

putative D-xylose utilization operon transcriptional repressor (KJCJOABD_00078)

Regulator of nucleoside diphosphate kinase (KJCJOABD_00079)

80 81

C4-dicarboxylic acid transporter DauA (KJCJOABD_00082)
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IMGPR_plasmid_2740891827_000003: 30,713-41,105 (+)

Michele_1A_hits_grouped (HDHAEEFP_00034)
39 41

IMGPR_plasmid_2681813553_000005: 30,556-40,937 (+)

retron_type_VI_hth_cluster2_1 (GJBPGFJF_00040)

IMGPR_plasmid_2841531823_000001: 82,223-93,688 (+)

Michele_2A_hits_grouped (LPFPPODF_00075)

2-keto-3-deoxy-L-fuconate dehydrogenase (LPFPPODF_00076)

Michele_1A_hits_grouped (LPFPPODF_00077)
retron_type_VI_hth_cluster2_1 (LPFPPODF_00082)

IMGPR_plasmid_2854666061_000003: 71,142-88,835 (-)

ATP synthase subunit alpha

ATP synthase gamma chain (EMDICMKG_00066)

6768
L-lactate transporter (EMDICMKG_00069)

retron_type_VI_hth_cluster2_1 (EMDICMKG_00074)

IMGPR_plasmid_2721755735_000001: 255-38,871 (-)

ISNCY family transposase ISRel26 (BGHGJNLO_00001)
234

IS1182 family transposase ISPye55 (BGHGJNLO_00005)

67891011

IS110 family transposase ISPye32 (BGHGJNLO_00012)

1314

HTH-type transcriptional regulator NimR (BGHGJNLO_00015)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (BGHGJNLO_00016)

Zinc transporter ZitB (BGHGJNLO_00017)
Sigma L (VF0855) (BGHGJNLO_00018)

Protein FecR (BGHGJNLO_00019)

Ferrichrome outer membrane transporter/phage receptor (BGHGJNLO_00020)
Iron(3+)-hydroxamate-binding protein FhuD (BGHGJNLO_00021)

Iron(3+)-hydroxamate import system permease protein FhuB (BGHGJNLO_00022)

ABC-type heme transporter (VF0739) (BGHGJNLO_00023)
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2526

HTH-type transcriptional regulator NimR (BGHGJNLO_00027)

Threonine efflux protein (BGHGJNLO_00028)

29

Putative aminoacrylate hydrolase RutD (BGHGJNLO_00030)

HTH-type transcriptional regulator CueR (BGHGJNLO_00031)
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34

PCP degradation transcriptional activation protein (BGHGJNLO_00035)
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