Putative septation protein SpoVG (DAMEJPPF_00026)
Sortase A (VF0788) (DAMEJPPF_00024)

17 18 19 20 2122 23 25 27

i

IMGPR_plasmid_3300029379_000146: 13,838-30,992 (+)
Putative septation protein SpoVG (KAMKKMGF_00022)
Sortase A (VF0788) (KAMKKMGF_00020)

21 23

-
o

i

IMGPR _plasmid_3300029213 000156: 10,718-27,281 (+)
Putative septation protein SpoVG (HNIEDKFP_00002)

12 MTase_lI_00048 Type (HNIEDKFP_00007) 4 3 1

o
w

IMGPR _plasmid_3300039344_000063:40-17,687 (-)

i

IMGPR _plasmid_3300029603.000188: 121-14,916 (-)

‘

IMGPR_plasmid_3300006258_000172: 143-13,753 (-)
linco_LnuC-NCBIFAM lincosamide nucleotidyltransferase Lnu(C) (NFO00141.1) (GNCMPCIP_00016)
ABCF_Sal-NCBIFAM Sal family ABC-F type ribosomal protection protein (NFO00169.2) (GNCMPCIP_00015)
14

IMGPR_plasmid_3300007650_000066: 10,670-27,103 (+)
7 2 Putative transposase InsK for insertion sequence element 1IS150 (NOLDIGBO_00001)

IMGPR_plasmid_2915389896_000003: 149-13,801 (-)
14 20 21

IMGPR_plasmid_3300008129_000073: 10,894-19,576 (+)
19 20

IMGPR_plasmid_3300029443_000225: 10,540-19,221 (+)
20 21

IMGPR_plasmid_3300039355_000155: 12,060-20,571 (+)
8 7 2 1

IMGPR_plasmid_3300029884_000147:1,346-11,143 (-)
18 17 16 15 13 12 11 Adenine deaminase (PABGBHCA_00010)

IMGPR_plasmid_3300007361_000154:8,847-20,034 (-)

N
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w

IMGPR_plasmid_330003002%_000174:999-11,238 (-)
13

©
~N

IMGPR_plasmid_3300014947_000195: 1,164-12,650 (-)
PDC-S05_WP_078711833.1 (AFLFKENC_00012) 14

IMGPR _plasmid_3300036769_000025:7,532-16,371 (+)
[ 7000 nt i
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




