CRP-like cAMP-activated global transcriptional regulator (HKBCMANP_00059)
PCP degradation transcriptional activation protein (T—|T(BCMANP,00056)
HTH-type transcriptional regulator DmIR (HKBCMANP_00046)
HTH-type transcriptional activator Rhas (HKBCMANP_00043)
5-aminovalerate aminotransferase DavT (HKBCMANP_00050)
Iutarate»senwialdehyde dehydrogenase (HKBCMANP_00049) ‘
Histidinol-phoéphate aminotransferase (HKBCMANP_00052)
putative transportér YycB (HKBCMAN P_00057)

Quinone oxidoreductase 1 (HKBCMANP_00047) 54 Metalloprotea§eYcaL(HKBCMANP_00061) 65
42 | 4445 | tRNA-Arg(ccg)| | 50 5253] | 57 | 59 61 62 6364] 66

\MGPR,p\asm'\d,Zé90316305,060017: 44,016-69,523 (+)
PCP degradation transcriptional activation protein (KGPPLHGB_00002)
5-aminovalerate aminotransferase DavT (KGPPLHGB_OO@BT
Glutarate-semialdehyde dehydrogenase (KGPPLHGB_00009)
Histidlnol-pho%phate aminotransferase (KGPPLHGB_00006)
\ 7 543 | 1

1
IMGPR_plasmid_2675903450_000020: 2-15,738 (-)

Sulfate/thiosulfate import ATP-binding protein CysA (GHPEJLAO_00071)
Sulfate transport syste%mease protein CysT (GHPEJLAO_00073)
CRP-like cAMP-activated global transcriptional regulator (GHPEJLAO_00066) Gamma-glutamylputrescine synthetase PuuA (GHPEJLAO_00087)
PCP degradation transcriptional activation protemePEJ LAO_00063) ‘ ‘ Putrescine-binding periplasmic protein (GHPEJLAO_OOO§6)
5-aminovalerate aminotransferase DavT (GHPEJLAO OOW Sulfate transport system permease protein CysW (GHPEJLAO_00072) N-carbamoyl-D-amino acid hydrolase (GHPEJ LAB:&)OQM
HTH-type transcriptional regulator TauR (GHPEJ LAO 00059) Sodium/proline symporter (GHPEJLAO_00078)
putative transporter YycB (! (GHPEJLAO_00064) Guanidinopropionase (GHPEJLAO_00079)
Metalloprotease Ycal (GHPEJLAO_00068) Agmatine deiminase (GHPEJLAO_00083
Sulfate-binding protein (GHPEJLAO_00074) OprE (VF0932) (GHPEJLAO_00082)
66 | 6869 | | | [ 74 75 76

Glutarate-semialdehyde dehydrogenase (GHPEJLAO_00056) 61

51 54 | 57 | 5960 64 79 80 | | 84
1 —
IMGPR_plasmid_2740892064_000004: 51,416-92,350 (+)
Sulfate/thiosulfate import ATP-binding protein CysA (DDLJFPEM_00070)
Sulfate transport system permease protein CysT (DDLJFPEM_00072)
CRP-like cAMP-activated global transcriptional regulator (D‘DLJFPE‘I\'/E00065) Gamma-glutamylputrescine synthetase PuuA (DDLJFPEM_00086)
PCP degradation transcriptional activation protelnﬁSDLJFPEM 00062) ‘ ‘ Putrescine-binding periplasmic protein (DDLJFPEM_00085)

5-aminovalerate aminotransferase DavT (DDLJFPEM 00056, 6) Sulfate transport system permease protein CysW (DDLJFPEM_00071) N-carbamoyl-D-amino acid hydrolase (DDLJFPEM70008‘3)
Histidinol-phosphate aminotransferase (DDLJFPEM_00058) Sodium/proline symporter (DDLJFPEM_00077)
puta{ive transporfer YycB (DDLJFPEM_00063) Guanidinopropionase (DDLJFPEM_00078)

Metalloprotea‘se Ycal (DDLJFPEM_00067) Agmatine deiminase (DDLJFPEM_00082)
Glutarate-semialdehyde dehydrogenase (DDLJFPEM_00055) 60 Sulfate-bindingprotein(DDLJFPEM,OOO73) OprE(VFO932)(DDLJFPEM,OOOSl)
\ 56 | 5859] 63 | 65 67 68 | | | 73 74 75 78 79 | | 83
I

1
IMGPR_plasmid_2609459869_000006: 51,468-92,709 (+)
98 43

IMGPR_plasmid_2740892099_000001: 188-7,022 (-)
43

IMGPR_plasmid_2740892100_000002: 188-7,021 (-)
[ 10000 nt i
virulence (VFDB) tRNA
N I




