1 2 3 4 5 6 7 8 anti-CRISPR-Cas evasion by DNA repair (APIS131) (PBLNMEOC_00009)

IMGPR_plasmid_2907660342_000001: 46-5,834 (+)
Putative transposon Tn552 DNA-invertase bin3 (BFKFHAFA_00008)
1S6 family transposase IS1216E (BFKFHAFA_00005)
DNA polymerase IV (BFKFHAFA_00004)
DNA-invertase hin (BFKFHAFA_00006)
12 3 | 7 9 10 11

H O—C1 HET @< @d—a@—ad

IMGPR_plasmid_2900846260_000002: 726-12,336 (+) -
AbiEii_WP_110023304.1 AbiEii (BPMKEOIB_00056)
—C Od—A—CKE
IMGPR _plasmid 2912372726 _000003: 49.m
PD-T4-4_A_WP_197547880.1 (MGOAKCFK_00056)
Putative fructokinase (MGOAKCFK_00053)
Protein UmuC (MGOAKCFK_00059) BopD (VF0362) (MGOAKCFK_00054) Sucrose permease (MGOAKCFK_00051)
61 57 55 Sucrose-6-phosphate hydrolase (MGOAKCFK_00052) 50 49 48
& — K K H—EKG—C 1 Ed—a—C

IMGPR _plasmid_2877358461_000002:46,124-62,337 (-)
Putative transposon Tn552 DNA-invertase bin3 (NOOMEDIE_00005)
1S6 family transposase IS1216E (NOOMEDIE_00004)
Replication initiation protein‘ (NOOMEDIE_00001)
| | MazEF_MazE (NOOMEDIE_00007)
2 3 MazEF_MazF (NOOMEDIE_00006)

- Ed@—d < @&d—aE—d

I —
IMGPR_plasmid_2912381708_000002: 14-7,129 (+)
DNA-invertase hin (IMAPAKNA_00054)
DNA-invertase hin (IMAPAKNA_00053)
MazEF__MazF (IMAPAKNA_00049)
Protein UmuC (IMAPAKNA_00055) 52 51 T&zEF?MazE(IMAPAKNA,OOO48)

G(@—aE@d-@CH O O ad—-a

I
IMGPR_plasmid_2907641688_000002: 42,978-51,824 (-)
1S256 family transposase 1S16 (HLPNBACL_00045)
MazEF_MazF (HLPNBACL 00047
50 49 MazEF_MazE (HLPNBACL_00046) 43

& —C OO @< Od—@—
IMGPR_plasmid_2879829368_000001: 39,741-50,923 (-)
Putative transposon Tn552 DNA-invertase bin3 (KHKBAPGP_00053)
I1SL3 family transposase ISEfa11 (KHKBAPGP_00054)
‘DNA-invertase hin (KHKBAPGP_00051)

56 55 52 50 49
MDA HED{EEECHHTX < Ed—A

—
IMGPR_plasmid_2728369033_.000004:43,670-53,851 (-)

Toxin YoeB (BIBLJIEN_00046)
50 48 47 45 39

&—& — H{<(HE-@Eaa—aad—C__ @ad—-a<ia

I
IMGPR _plasmid_2627853876_000004:40,241-51,278 (-)
[ 6000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)




