
IMGPR_plasmid_3300029409_000306: 39,202-45,775 (+)

47 48 49 50 51 52 53

IMGPR_plasmid_3300029394_000384: 32,362-40,323 (+)

46 47

IMGPR_plasmid_3300029790_000357: 23-12,050 (-)

12345

IMGPR_plasmid_3300029427_000308: 30,882-38,102 (+)

39 40 41

IMGPR_plasmid_3300029348_000307: 345-7,565 (-)

12

IMGPR_plasmid_3300029414_000253: 32,175-39,395 (+)

40

IMGPR_plasmid_3300039323_000190: 28,261-33,203 (+)

36 37

IMGPR_plasmid_3300053491_081265: 28,174-47,107 (+)

37 42 43 44 SpaD-type pili (VF0726) (EIJONAKL_00049)
Sortase B (VF0789) (EIJONAKL_00050)

SpaH-type pili (VF0727) (EIJONAKL_00051)

48

retron_type_VI_hth_cluster2_1 (EIJONAKL_00053)

DNA-invertase hin (EIJONAKL_00054)

51

IMGPR_plasmid_3300029767_000302: 30,417-43,968 (+)

40 SpaD-type pili (VF0726) (NJMADEMC_00045)
Sortase B (VF0789) (NJMADEMC_00046)

SpaH-type pili (VF0727) (NJMADEMC_00047)
retron_type_VI_hth_cluster2_1 (NJMADEMC_00048)

45

7000 nt

defence (PADLOC) virulence (VFDB)


