Apolipoprotein N-acyltransferase (ADLCOILM_00005)
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22 21 Cation efflux system protein CusA (JLIJKNFF_00020)
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IMGPR_plasmid_3300010392_000324:9,690-18,111 (-)

putative cadmium-transporting ATPase (GAGMMHPE_00023)
Zinc transporter ZupT (GAGMMHPE_00018)
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IMGPR_plasmid_3300008219_000119:11,658-15,801 (-)
Cadmium, zinc and cobalt-transporting ATPase (NMPPJKDF_00001)
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O

EEE—— —
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1 2 3 4 Cation efflux system protein CusA (FHPKJAIL_00005) 6 7 Copper-transporting P-type ATPase (FHPKJAIL_00008)
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IMGPR_plasmid_3300025042_000027: 15-16,533 (+)

1 2 Cation efflux system protein CusA (BILCAGCE_00003) 4 5 Copper-transporting P-type ATPase (BILCAGCE_00006)
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IMGPR_plasmid_3300006736_000011: 389-15,387 (+)
Cation efflux system protein CusA (BPIFAKEF_00003)
Cation efflux system protein CusA (BPIFAKEF_00004)
1 2 \ I 5 6 Copper-transporting P-type ATPase (BPIFAKEF_00007)
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IMGPR _plasmid_2622736527_000001: 286-15,562 (+)
Cation efflux system protein CusA (IPFABMDO_00031)
30 29 Copper-transporting P-type ATPase (IPFABMDO_00028)
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IMGPR_plasmid_3300005253_000019: 14,419-25,881 (-)

Cation efflux system protein CusA (IGOMKAJK_00002)
1

3 4 Copper-transporting P-type ATPase (IGOMKAJK_00005)
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IMGPR_plasmid_3300025079_000018: 86-14,235 (+)
2 3 4 5 Copper-transporting P-type ATPase (NDALNPAD_00006)
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IMGPR_plasmid_3300025293_000032: 297-12,512 (+)

27 26 25 24 Copper-transporting P-type ATPase (HFCMMEBI_00023)
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IMGPR_plasmid_3300002544_000038:11,362-23,577 (-)
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