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IMGPR_plasmid_3300053491_049809:49,219-70,648 (+)

IMGPR _plasmid_3300053491 047167: 1-14,785 (-); 87,480-93,982 (-)
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IMGPR_plasmid_3300053491_053166:600-21,217 (+)
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GPR_plasmid_3300053491_050888:80,730-93,816 (+); 1-9,190 (+)
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IMGPR_plasmid_3300053491_050889:81,776-94,006 (+); 1-9,206 (+)
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IMGPR _plasmid_3300053491 051671:23,467-44,919 (-)
retron_type_VI_hth_cluster2_1 (HOHEPLCJ_00082) 85 89 90 91 92
- . N >m
IMGPR plasmid_3300053491 052343:59,214-81,610 (+)
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IMGPR_plasmid_3300053491_052630: 1-1,350 (-); 72,984-94,119 (-)
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IMGPR_plasmid_3300053491 048286:394-21,744 (+)
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IMGPR _plasmid_3300053491 048284:54,437-76,728 (-)
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IMGPR_plasmid_3300053491_051271:74,837-94,027 (+); 1-3,248 (+)
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IMGPR_plasmid_3300053491 047169:1-16,031 (-); 87,605-94,127 (-)
98 104 105
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IMGPR plasmid_3300053491 046491:81,169-94,432 (+); 1-9,229 (+)
6 4 3 2
L L] I
IMGPR_plasmid_3300053491_047757: 116,005 (-); 92,165-94,341 (-)
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