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IMGPR_plasmid_3300053491_049809: 90,289-93,987 (+); 1-18,063 (+)
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DO O O>— ) ! | H 0 i s D
IMGPR_plasmid_3300053491_052343:7,325-27,405 (+)
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IMGPR_plasmid_3300053491_050888: 28,487-49,219 (+)
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IMGPR_plasmid_3300053491_051670:46,709-66,793 (+)
35 36 42
ha Vo B ) Y a 0 —___) sl
IMGPR_plasmid_3300053491_050889: 28,853-49,223 (+)
Transposon Tn7 transposition protein TnsC (OLEGJAGG_00050) 51 52
DO —1) A a 0 ) D
IMGPR_plasmid_3300053491_053166:41,420-61,908 (+)
27 33 34
O 4 s ) —___ ) D
IMGPR_plasmid_3300053491_051271:22,547-42,991 (+)
33 36 37 38
{0 ) A s ) —___ al
IMGPR_plasmid_3300053491_049808: 28,516-49,000 (+)
29 33 36 37 40 41 42

DO OO)—0 ) N

IMGPR_plasmid_3300053491_046491:28,603-48,742 (+)
k 8000 nt {
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