
IMGPR_plasmid_3300033818_000153: 40-7,407 (+)

1
Prophage integrase IntS (PAINLBML_00002)
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IMGPR_plasmid_3300037396_000165: 7,180-13,227 (-)

Prophage integrase IntS (EFGIKMLC_00014)
tRNA-Val(gac)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (EFGIKMLC_00016)

IMGPR_plasmid_3300046697_000107: 56-4,336 (+)

Prophage integrase IntA (GMDOMKBI_00001)

IMGPR_plasmid_3300048775_000097: 9-4,133 (+)

Prophage integrase IntS (MODMDEIM_00001)
5

IMGPR_plasmid_3300037103_000140: 7,059-11,183 (-)

Prophage integrase IntS (EDHPEDJJ_00015)

IMGPR_plasmid_3300023088_000239: 8,377-13,467 (-)

Prophage integrase IntS (LJFOKJFN_00019)

IMGPR_plasmid_3300037238_000204: 8,377-13,026 (-)

Prophage integrase IntA (CPCGCHPJ_00019)

IMGPR_plasmid_3300037060_000120: 22-4,497 (+)

Prophage integrase IntA (JMJNGGPG_00001)

IMGPR_plasmid_3300037232_000181: 8,377-26,368 (-)

Prophage integrase IntS (EFIEOGHN_00016)MTase_I_00014 Type (EFIEOGHN_00017)
RM__Type_I_S_51 (EFIEOGHN_00018)

RM__Type_I_REases_FAM_0.einsi_trimmed (EFIEOGHN_00019)

20
PDC-M55C_WP_090804557.1 (EFIEOGHN_00021)
2223

IMGPR_plasmid_3300037063_000330: 93-18,084 (+)

1 2
PDC-M55C_WP_090804557.1 (OLIGNHFB_00003)

4

RM__Type_I_REases_FAM_0.einsi_trimmed (OLIGNHFB_00005)
RM__Type_I_S_51 (OLIGNHFB_00006)

MTase_I_00014 Type (OLIGNHFB_00007) Prophage integrase IntS (OLIGNHFB_00008)

IMGPR_plasmid_3300036880_000124: 361-4,842 (+)

3 4 8

IMGPR_plasmid_3300036895_000117: 339-4,797 (+)

2 3

7000 nt

defence (DefenseFinder) defence (PADLOC) tRNA


