PTS system beta-glucoside-specific EIIBCA component (CDGHBBNC_00012) Blue light- and temperature-regulated antirepressor BluF (CDGHBBNC_00020)
Aryl-phospho-beta-D-glucosidase BglH (CDGHBBNC_00013) Glucitol operon repressor (CDGHBBNC_00018)
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IMGPR_plasmid_3300031087_000101:8,489-22,412 (+)
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IMGPR_plasmid_2767802447_000003: 93491-107,431 (+)
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IMGPR_plasmid_2568526489_000007: 129,891-143,692 (+)

putative UbiX-like flavin prenyltransferase (CEEONMNN_00109)
Transcriptional regulator HosA (CEEONMNN_OOlOS) Protein VdcD (CEEONMNN_00111)
105106 Phenolic acid decarboxylase (CEEONMNN_00110)
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IMGPR_plasmid_2775507025_000005: 100,015-113,518 (+)

putative UbiX-like flavin prenyltransferase (BLFFNIDD_00172)
Transcriptional regulator HosA (BLFFNIDD_00173)
"Phenolic acid decarboxylase (BLFFNIDD_00171)
177176 174 | \ Protein VdcD (BLFFNIDD_00170)
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IMGPR _plasmid_3300031416_000071: 165,883-182,604 (-)
Sugar phosphatase YbiV (EOAHANBF_00070) Aryl-phospho-beta-D-glucosidase BglH (EOAHANBF_00075)

putative protein YbiU (EOAHANBF_00071) Aryl-phospho-beta-D-glucosidase BglH (EOAHANBF_00076)
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IMGPR_plasmid_2814123165_000006: 72,384-85,464 (+)
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