SMR_gac_bcrB-NCBIFAM quaternary ammonium compound efflux SMR transporter BerB (NFO33469.1) (NCJOMEIH_00036)
putative 4-amino-4-deoxy-L-arabinose-phosphoundecaprenol flippase subunit ArnF (NCJOMEIH_00035)

Flagellar hook-associated protein 2 (NCJOMEIH_00023)  PTS system beta-glucoside-specific EIIBCA component (NCJOMEIH_00030) ‘
6-phospho-beta-glucosidase BglB (NCJOMEIH_00029)  Undecaprenyl phosphate-alpha-4-amino-4-deoxy-L-arabinose arabinosyl transferase (NCJOMEIH_00037)

Quinone reductase (NCJOMEIH_00025) Cryptic beta-gluéoside bgl operon antiterminator (NCJOMEIH_00031)
Flagella (VF0394) (NCJOMEIﬁ_00024) Monofunctional chorismate mutase (NCJOMEIH_00033)
26 27 28 Porin B (NCJOMEIH_00032) 34
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Cryptic beta-glucoside bgl operon antiterminator (BDEHKFGE_00033)
Cryptic beta-glucoside bgl opgon antiterminator (BDEHKFGE_00034)
PTS system beta-glucoside-specific EIIBCA componént (BDEHKFGE_00032)
6-phospho-beta-glucosidase BglB (BDEHKFGE_00031) [ Porin B (BDEHKFGE_00035)
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IMGPR_plasmid_2713896807_000001: 23,152-40,453 (+)

—
IMGPR_plasmid_2713896810_000001: 20,628-37,941 (+)

Cryptic beta-glucoside bgl operon antiterminator (HEKGHIDH_00192)
PTS system beta-glucoside-specific EIIBCA component (HEKGHIDH_00193)
Porin B (HEKGHIDH_00191)
6-phospho-beta-glucosidase BglB (HEKGHIDH_00194) 190
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IMGPR_plasmid_2600255084_000002: 200,531-217,888 (-)

Cryptic beta-glucoside bgl operon antiterminator (IGBPCCFN_00132)
PTS system beta-glucoside-specific EIIBCA component (IGBPCCFN_00131)
Porin B (IGBPCCFN_00133)
6-phospho-beta-glucosidase BglB (IGBPCCFN_00130) 134
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IMGPR_plasmid_2654587503_000003: 137,780-155,141 (+)
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IMGPR_plasmid_2808606414_000002:89,412-101,789 (+)
putative 4-deoxy-4-formamido-L-arabinose-phosphoundecaprenol deformylase ArnD (BLFFNIDD_00001)
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IMGPR_plasmid_3300031416_000071:41-6,352 (-)
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