Toluene-4-sulfonate monooxygenase system iron-sulfur subunit TsaM1 (FLDLBJAC_00296)
pume succinyl-CoA:3-ketoacid coenzyme A transferase subunit A (FLDLBJAC_00303)
pdtative succinyl-CoA:3-ketoacid coenzﬁe A transferase subunit B (FLDLBJAC_00304)
Chloroacetanilide N-alkylformylase, oxygenase component (FLDLBJAC_00294)
HTH-t\‘/pe transcriptional regulator BenM (FLDLBJAC_OOZ?‘?)
4-hyd f’ox\/benzoate transporter PcaK (FLDLBJAC_00309)

Muconolactone Delta-isomerase (FLDLBJAC_00301) p-hydroxyphenylacetate 3-hydroxylase, oxygenase component (FLDLBJAC_00316)
Phenoxybenzoate dioxygenase subunit beta FLDLBJAC _00295) 2-dehydropantoate 2-reductase (FLDLBJAC_00311)

3- oxoadlpate enol- lacfonase 2 (FLDLBJAC_00305)

|Beta-ketoadipyl-CoA thiolase (FLDLBJAC_00306 HTH-type transcriptional activator AllS (FLDLBJAC_00330)
Catechol 1,2- dloxygenase 1 (FLDLBJAC _00302) Nodulation protein D 2 (FLDLBJAC_00315) Vitamin B12 transporter BtuB (FLDLBJAC?(B329)
Muconate cycloisomerase 1 (FLDLBJAC 00300) Vanillin dehydrogenase (FLDLBJAC_00314) Sigma L (VF0855) (FLDLBJAC_00324)
Phenol regulator MopR (| (FLDLBJAC 00298) Be‘nzoy‘llformate decarboxylase (FLDLBJAC_00310) ‘ Tia/Hek (VF1109) (FLDLBJAC_00320)
LipF (VF0307) (FLDLBJAC_00293) 306  Vitamin B12'transporter BtuB (FLDLBJAC_00313) 317 324
292" [ | | | tRNA-Asn(gtt) T307 | || 311 | | | 316[318 |320 321 322 | 325 326 327 330
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\MGM\asm'\d728238561021000002: 363,468-412,324 (+)
Toluene-4-sulfonate monooxygenase system iron-sulfur subunit TsaM1 (FMOPFMAC_00177)
putai\'gsuccmyl CoA:3-ketoacid coenzyme At A transferase subunit A(FMOPFMAC_00170)
putatlve succinyl-CoA:3-ketoacid coenzyme A transferase subunit B(FMOPFMAC_00169)
Chloroacetanilide N- aIkyIformyIase oxygenase component (FMOPFMAC_00179)
HTH- type transcriptional regulator BenM (FMOPFMAC 00174)
4- hydroxybenzoate transporter PcaK (FMOPFMAC_00164)
Muconolactone Delta-isomerase FMOPFMAC_00172) p-hydroxyphenylacetate 3-hydroxylase, oxygenase component (FMOPFMAC_00157)
| | | 2-dehydropantoate 2-reductase (FMOPFMAC_00162)
3-oxoadipate enol-lactonase 2 (FMOPFMAC?OOléS)
Beta-ketoadipyl-CoA thiolase (FMOPFMAC_00167)
| ,l | Benzoylformate decarboxylase (FMOPFMAC_00163)
F

Muconate cyclmsomerase 1 (FMO MAC 00173) ‘ Nodulation protein D 2 (FMOPFMAC_00158)
Catechol 1,2- dloxygenase FMOPFMAC_00171) Vanillin dehydrogenase (FI\KPFMAC_OOB'?)

Phenoxybenzoate dioxygenase subunit beta (FMOPFMK’CO‘OlJ]B) 166 itamin B12 fransporter BtuB (FMOPFMAC,OOléO) 155
|~ Phenol regulator MopR (FMOPFMAC_00175) | T165 | | ] 161 \ | | 156] 154

| 1
IMGPR_plasmid_2823792755_000001: 204,205-245,239 (-)

Prophage integrase IntA (JGODDHBC_00466)
T a6t

IMGPR _plasmid_2823911005_000003: 590,077-599,411 (-)
Prophage integrase IntA (CNBJJPBN_00440)

IMGPR _plasmid_2823772743.000003: 559,693-569,026 ()
1

IMGPR plasmid_2928100450.000008: 818-9,156 (+)

1

IMGPR _plasmid_2651869684_000006: 53-9,385 (+)
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