Type IV secretion system protein virB9 (GABDHBKL_00002)
Type IV secretion system protein PtIE (GABDHBKL_00003)
1 \ T 4 5 6 Membrane-bound lytic murein transglycosylase F

IMGPR_plasmid_3300038565_000008: 129-4,318 (+)
44

IMGPR_plasmid_3300025300_000005: 33,283-37,817 (-)

Type IV secretion system protein VirB11 (GADGFJDO_00004)
2

13 5

IMGPR_plasmid_3300025059_000010: 209-7,568 (+)

Type IV secretion system protein VirB11 (DDGJFAJN_00004)
SDIC1_SDIC1A (DDGJFAJN_00001)

f23 | 5

DD CKEAEKA
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IMGPR_plasmid_3300006019_000006: 18-7,557 (+)

Type IV secretion system protein VirB11 (EFHMNNNF_00049)
HamA2_00002 DUF1837 (EFHMNNNF_00050)
HamB2_00002 DEAD-box (EFHMNNNF_00052)
HamB2_00002 DEAD-box (EFHMNNNF_00051)

53| | | 48

IMGPR_plasmid_3300048640_000005: 41,312-51,458 (-)
Type IV secretion system protein VirB11 (CIJDMOCB_00007)
HamA2_00002 DUF 1837 (CIJDMOCB_00006)
HamB2_00002 DEAD-box (CIJDMOCB_00004)
HamB2_00002 DEAD-box (CIJDMOCB_00005)
DrmD_00013 DrmD (CIJDMOCB_00002)
1 T3 | | | | 8

. E—
IMGPR_plasmid_3300048636_000007: 113-12,642 (+)

Type IV secretion system protein VirB11 (OEJDBFKC_00017)
Lamassu-Fam__LmuB_SMC_Hydrolase_protease (OEJ‘D'EFKC,OOOM)
PD-T7-2_A_WP_219250417.1 (OEJDBFKC_00009)
PD-T7-2_B_WP_212464868.17C)TEJDBFKC_00008)
Nuclease SbcCD subunit D (OEJDBFKC_00010)
SDIC1_SDIC1A (OEJDBFKC_00014)
Protein VirD4 (OEJDBFKC_00006) 13 | 15
12 34 5 7 [ ] 12[ ué‘ls
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IMGPR _plasmid_3300009412_000019: 284-24,273 (+)
Type IV secretion system protein VirB11 (JPCIEIOO_00016)
Lamassu-Fam__ LmuB_SMC_Hydrolase_protease (J Paﬁ00_00010)
PD-T7-2_A_'WP_219250417.1(J PCIEIOO_OBOOS)
PD-T7-2_B_WP_212464868.?(3?0 EIOO_00007)
Nuclease SbcCD subunit D (JPCIEIOO_00009)
SDIC1_SDIC1A (JPCIEIOO_00013)
Protein VirD4 (JPCIEIOO_00005, ‘ 12 | 14

123 4 6 | | 1] us‘ﬂ

I —_—
IMGPR _plasmid_3300008218 000019:7-23,310 (+)
Type IV secretion system protein VirB11 (NNOLJICO_00013)

1S66 family transposase ISPre3 (NNOLJICO_00003)

Retron_lll_ﬁTase_WH (NNOLJICO_00002)

DrmD_00013 DrmD (NNOLJICO_00010)
retron_Il1-A3 (NNOLJICO_00001) Lamassu-Fam_ LmuA _effector Mrr (NNOLJICO_00012)
Protein VirD4 (NNOLJICO_00008)
4.5 6 7 9 | 1 14

I — ] ]
IMGPR_plasmid_2788500142_000003: 40-21,186 (+)
Type IV secretion system protein VirB11 (KDKHNLAN_00012)
DNA mismatch repair protein MutL [KDKHNLAN_00011)

REase_|l_00067 Type (KDKHNLAN_00002)
DruM2_00008 DNA (KDKHNLAN_00003)

Aga_Nuclease (KDKHNLAN_00010)
Protein VirD4 (KDKHNLAN_00007) ‘

1 4 5 6 8 9 ‘13

I -_—
IMGPR _plasmid_2687453758_000002: 34-19,652 (+)
Segregation and condensation protein B (AMOLHKKA_00006)
1S66 famimransposase ISPre3 (AMOLHKKA_00010)
AbiEii_WP_067065479.1 AbiEii (AMOLHKKA_00008)
‘ ‘ PD-T7-2_A WP_153741654.1 (AMOLHKKA_00015)  Type IV secretion system protein VirB11 (AMOLHKKA_00026)

AbiEi_WP_068866247.1 AbiEi (AMOLHKKA_00009) HamC2_00002 DUF3223 (AMOLHKKA_00023)
Tyrosine recombinase XerC (AMOLHKKA_00004) PD-T7-2_B_WP_212464868.1 (AMOLHKKA_00014) HamA2_00002 DUF1837 (AMOLHKKA_00025)
Shango_SngB (AMOLHKKA_00012) | HamB2_00002 DEAD-box (AMOLHKKA_00024)
L Shango__SngC (AMOLHKKA_00013) Protein VirD4 (AMOLHKKA_00020)
1 2 3 5 | 7 Shango_SngA(AMOLHKKA 00011) | | 16 17 18 19 21 22| 27

I [ — ] L ]
IMGPR_plasmid_2884647070_000001: 58-38,410 (+)
Type IV secretion system protein VirB11 (LDCCIEEE_00010)
HamC2_00002 DUF3223 (LDCCIEEE_00007)
HamA2_00002 DUF 1837 (LDCCIEEE_00009)
HamB2_00002 DEAD-box (LDECIEEE_00008)
Protein VirD4 (LDCCIEEE_00004)
12 3 5 6| 11

IMGPR_plasmid_2734482174 000004 749 16,844 (+)
Type IV secretion system protein VirB11 (FAAAPJHN_00014)
Cyclase_00010 oligonucleotide-cyclase (FAAAPJHN_00006)
Cyclase 00010 oligonucleotide-cyclase (FAAAPJHN_00010)
1S3 family transposase ISObaZ‘(FAAAPJHN_00013)
Effector_00077 Endonuclease (FAAAPJHN_00009)
DrmC_00006 DrmC (FAAAPJHN_00012)
JAB_00021 JAB (FAAAPJHN 00008)
E1E2_00031 E1-E2 (FAAAPJHN_00007) ANL
Protein VirD4 (FAAAPJHN_00003) [Effector’ 00045 2TM (FAAAPJHN_00011)
12 4 5 | | I | T11 | 15

e ————
IMGPR _plasmid 3300017718 000015: 115-21,493 (+)
Type IV secretion system protein VirB11 (OLBNLDNI_00066)
Cyclase_00036 oligonucleotide-cyclase (OLBNLDNI_00061)
Effector_00034 2TM (OLBNLDNI_00060) ‘
Segregation and condensation protein B (OLBNLDNI_00050) dri-cluster583 DRT (OLBNLDNI_00065)

PDC-S01_WP_163212389.1 (OLBNLDNI_00043) I Protein VirD4 (OLBNLDNI_00058)
34 Tyrosine recombinase XerC (OLBNLDNI_00048) cépH tOLBNLDNI_ 0063)
35 Acetyl esterase (OLBNLDNI_00041) capP (OLBNLDNI_00064)
33 [3637 38 39 40 42 | 44 45 46 47 49 51 52 53 54 5556 57 59 [ 62| T | | 67
L d I I

IMGPR_plasmid_2695420945_000005: 30,534-73,738 (+); 1-2,955 (+)
Type IV secretion system protein VirB11 (OMJEHKFA_00024)
DNA mismatch repair protein MutL (OMJEHKFA_00028)
RM__Type_|_MTases_FAM_0 (OMJEHKFA_00025)

Segregation and condensation protein B (OMJEHKFA_00037) Specificity_|_00127 Type (OMJEHKEA_00026)
Tyrosine recombinase XerC (OMJEHKFA_00039) Protein VirD4 (OMJEHKFA_00029) \
48 47 46 45 4443 42 41 40 38 ‘ 36 35 34 33 32 31 30 ﬂEase_I_dOOO? Type (OMJEHKFA_00027) 23
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IMGPR _plasmid_3300048881_000006: 14,137-59,036 (-)
Segregation and condensation protein B (HDLHCHEA_00038) retron_type_IlI_A5_prtase_various_cluster (HDLHCHEA_00053)
Tyrosine recombinase XerC (HDmCHEA_OOOCié) Specificity_I_00148 Type (HDLHCHEA_00046)
RM_Type_I_MTases_FAM_OTﬁ DLHCHEA_00045)

Nucleoid occlusion protein (HDLHCHEA_00032) Specificity_|_00050 Type (HDLHCHEA 00044) CARF6--CARF_CARF_CARF_MK_CARF_00100913 (HDLHCHEA_00055)

Antitoxin ParD1 (HDLHCHEA_00026) REase_|_00002 Type (HDLHCHEA700642) Type IV secretion system protein VirB11 (HDLHCHEA_00057)
Toxin ParE1 (HDLHCHEA_00027) 34 40 Protein VirD4 (HDLHCHEA_00051)
28 29 30 31 33 [35 37 | 39] 41 43 47 48 49 50 52 | 54 56 58
I I — —

IMGPR _plasmid 2837358148 000004:22,141-70,572 (+)
F——10000 nt ———
defence (DefenseFinder) defence (PADLOC)




