putative phosphite transport system-binding protein PtxB (FNDNFKJM_00067)
tRNA(fMet)-specific endonuclease VapC (FNDNFKJM _ 00062)
Phosphate-import permease protein PhnE (FNDNFKJM_00068)
1S5 family transposase ISThil (FNDNFKJM_OOOéS)
IS6 family transposase 1526 (FNDNFKJM_00064) |

ViuPDGC systém (VF0627) (FNDNFKJM_00066) HTH-type transcriptional activator CmpR (FNDNFKJM_00070)
59 60 61 | 63 | | Phosphonate dehydrogenase (FNDNFKJM_00069)

) >
IMGPR _plasmid_2609459963_000002: 57,369-65,886 (+)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (HGPMCHIA_00002)
Glycerol-3-phosphate regulon repressor (HGPMCHIA_00003)
L-threonate dehydrogenase (HGPMEHIA,OOOO4)
3-oxo-tetronate kinase (HGPMCHIA_00005) ‘

6 | | 1S6 family transposase 1526 (HGPMCHIA_00001)

IMGPR _plasmid_2667528087_000004: 202-7,482 (-)
Tyrosine recombinase XerC (POCLFIJG_00080)

1S91 family transposase 1SSbo1 (POCLFIJG_00078)
81 | 77

IMGPR_plasmid_2565956562_000003: 67,516-73,036 (-)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (MOHKNGNF_00010)
1S1 family transposase IS1X2 (MOHKNGNF_00005)
1S6 family transposase 1S6100 (MOHKNGNF_00008)
REase_lI_00069 Type (MOHKNGNF_00007)
Tyrosine recombinase XerC (MOH NGNF_OOOl‘l) MTase_|1_00147 Type (MOHKNGNF_00006)
1S6 family transposase 1526 (MOHKNGNF_00012) 9 | \ |4 3 21

— I E—
IMGPR _plasmid_2667527861_000003: 107-11,165 (-)

ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (AFOFNKPK_00005)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (AFOFNKPK_00004)
Sul1-NCBIFAM suIfonamide-resistant‘dihydroﬁ;teroate synthase Sul1l (NFO00294.1) (AFOFNKPK_00003)
Aminoglycoside 3'-phosphotransferase (AFOFN KPK_00008)
1S6 family transposase 1S26 (AFOFNK PK_00009)
1S6 Family transposase 1S26 (AFOFNKPK_00007)
\ Tyrosme recombinase XerC (AFOFNKPK 00006) 2 1S6 family transposase 1S6100 (AFOFNKPK_00001)

KO-

IMGPR _plasmid_2667527957_000004: 329-10,444 (-)

macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (PJFLPMEF_00088)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (PJFLPMEF_00080)

1S1 family transposase I1S1D (PJIj-LPMEF_OOO79) Aminoglycoside 3'-phosphotransferase (PJFLPMEF_00090)
1S1 family transposase IS:I.RTPJFLPI\‘/IEF_OOO78) 1S6 family transposase 156100 (PJFLPMEF_00085) ‘
1S110 fémily transposase 1S5075 (PJFLPMEF_00082) Multidrug efflux pump Tap (PJFLPMEF_00087)
1S6 family transposase 1S26 (PJFLPMEF_00076) DNA-invertase hin (PJELPMEF_00084) 1S6 family transpoéase 1S26 (PJFLPMEF_00091)
77 81 Tn3 family transposase TnAs3 (PJFLPMEF_00083) | 86 156 family transposase 1526 (PJFLPMEF_00089)

D —@@dme KEHTd
IMGPR_plasmid_2667528062_000003: 67,734-87,169 (+)
[ 7000 nt i
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




