putative ABC transporter phosphonate/phosphite binding protein PhnD2 (NDOJKLIO_00022)

Siderophore-dependent iron uptake system (VF0738) (NDOJKLIO_00023)
Phosphate-import permease protein PhnE (NDOJKLIO_00024)

Transcriptional regulator MntR (NDOJKLIO_00020) Copper exporter (VF0849) (NDOJKLIO_00026)
18 19 21 25 \ 27 28
I B G o —@
) —CH )

IMGPR _plasmid_2693429875_000003: 11,869-25,083 (+)
Phosphate-import permease protein PhnE (OOBGBCIK_00022)
Copper exporter (VF0849) (OOBGBCIK_00024)

Siderophore-dependent iron uptake system (VF0738) (OOBGBCIK_00021) 23 25 26
, I I/ SR o S, —
) —CH )

IMGPR_plasmid_3300026134_000022: 9,750-23,119 (+)
Phosphate-import permease protein PhnE (AKNHFEMH_00004)
Copper exporter (VF0849) (AKNHFEMH_00002)
Siderophore-dependent iron uptake system (VF0738) (AKNHFEMH_00005) 3 \ 1

) —CH !

IMGPR_plasmid_3300032278_000167:141-11,590 (-)

Phosphate-import permease protein PhnE (FGKPDPFM_00003)
Siderophore-dependent iron uptake system (VF0738) (FGKPDPFM_00004) 2 Copper exporter (VF0849) (FGKPDPFM_00001)

) —CH )

IMGPR_plasmid_3300039008_000030: 11-9,796 (-)

Phosphate-import permease protein PhnE (CEDCKLAL_00024)
Copper exporter (VF0849) (CEDCKLAL_00026)
Siderophore-dependent iron uptake system (VF0738) (CEDCKLAL_00023) 25 27 28

) —CH X ) )

IMGPR_plasmid_3300037604_000068: 12,166-24,284 (+)

Phosphate-import permease protein PhnE (IKDPFDHB_00007)
Copper exporter (VF0849) (IKDPFDHB_00005) Protein DipZ (IKDPFDHB_00002)
Siderophore-dependent iron uptake system (VF0738) (IKDPFDHB_00008) 6 \ 4 3 1

\ ) —H

IMGPR_plasmid_330003183%_000100: 182-13,486 (-)
Siderophore-dependent iron uptake system (VF0738) (OPEFEKPG_00002) 1

\ ) —CH ) ) X

IMGPR _plasmid_3300025202_000019: 72-7,703 (-)
Siderophore-dependent iron uptake system (VF0738) (JMOGPHHG_00022) 23

\ A —CH ) ) £

IMGPR_plasmid_3300037590_000049: 11,308-18,957 (+)

COG0640 Csa3_1_CAS-I-II-111-1V-V-VI (KIOCCGNM_00030)
Phosphate-import permease protein PhnE (KIOCCGNM_00025) Zinc transporter ZitB (KB&GN M_00031)
Copper exporter (VF0849) (KIOCCGNM_00027)
Siderophore-dependent iron uptake system (VF0738) (KIOCCGNM_00024) 26 \ 28 29
) —_H ) -
IMGPR _plasmid 2622736431 000005: 13,209-27,031 (+)
COG0640 Csa3_1_CAS-I-II-1lI-IV-V-VI (JFFFIJFG_00027)
Phosphate-import permease protein PhnE (JFFFIJFG_00023) Zinc transporter ZitBTI'EFIJFG_OOOZB)
Copper exporter (VF0849) (JFFFIJFG_00025)
Siderophore-dependent iron uptake system (VF0738) (JFFFIJFG_00022) 24 \ 26

I, S o S — —CcHTD
| ) —CH ) o
IMGPR_plasmid_3300025024_000022: 11,454-25,274 (+)

Apolipoprotein N-acyltransferase
[18 23

Q1

21
IMGPR_plasmid_3300042249_000096: 10,668-17,140 (+)
} 5000 nt {
defence (PADLOC) virulence (VFDB)

IMGPR_plasmid_3300026613_000027: 11,602-17,606 (+)




