
IMGPR_plasmid_3300049223_000001: 19,782-23,762 (+)
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PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (NAGPPBDD_00027)

28 29 30

IMGPR_plasmid_3300000973_000001: 24-3,767 (-)
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IMGPR_plasmid_3300048013_000001: 92-5,303 (-)

DrmC_00006 DrmC (NNEHEBOF_00001)
IS3 family transposase ISDsp2 (NNEHEBOF_00002)
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IMGPR_plasmid_3300048005_000003: 165-4,145 (-)

1

IMGPR_plasmid_3300048135_000001: 62-4,491 (-)

1

IMGPR_plasmid_3300047387_000002: 155-6,781 (-)

Ribulokinase (KFKKNKAK_00001)
L-ribulose 3-epimerase (KFKKNKAK_00002)

IMGPR_plasmid_3300048134_000013: 7,705-12,572 (+)
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IMGPR_plasmid_3300049735_000003: 263-5,130 (-)
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IMGPR_plasmid_3300046748_000001: 101-4,518 (-)

1

IMGPR_plasmid_3300048433_000001: 17,078-21,495 (+)

28

IMGPR_plasmid_3300034410_000001: 25,655-32,205 (+)
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IMGPR_plasmid_3300034411_000001: 432-6,099 (-)
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IMGPR_plasmid_3300048546_000001: 230-18,636 (-)

Tyrosine recombinase XerC (PJPNNKMA_00001)
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BopD (VF0362) (PJPNNKMA_00006)
7

Trehalose-recycling ABC transporter (VF0842) (PJPNNKMA_00008)
Trehalose-recycling ABC transporter (VF0842) (PJPNNKMA_00009)

Maltose/maltodextrin import ATP-binding protein MalK (PJPNNKMA_00010)

Michele_2A_hits_grouped (PJPNNKMA_00011)

Ribulokinase (PJPNNKMA_00012)
L-ribulose 3-epimerase (PJPNNKMA_00013)

IMGPR_plasmid_3300048003_000001: 16,881-35,287 (+)

L-ribulose 3-epimerase (BOELIKPH_00028)
Ribulokinase (BOELIKPH_00029)

Michele_2A_hits_grouped (BOELIKPH_00030)

Maltose/maltodextrin import ATP-binding protein MalK (BOELIKPH_00031)
Trehalose-recycling ABC transporter (VF0842) (BOELIKPH_00032)

Trehalose-recycling ABC transporter (VF0842) (BOELIKPH_00033)
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BopD (VF0362) (BOELIKPH_00035)
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Tyrosine recombinase XerC (BOELIKPH_00040)

IMGPR_plasmid_3300047452_000001: 20,084-37,183 (+)

L-ribulose 3-epimerase (BFGGOGKP_00030)
Ribulokinase (BFGGOGKP_00031)

Michele_2A_hits_grouped (BFGGOGKP_00032)

Maltose/maltodextrin import ATP-binding protein MalK (BFGGOGKP_00033)
Trehalose-recycling ABC transporter (VF0842) (BFGGOGKP_00034)

Trehalose-recycling ABC transporter (VF0842) (BFGGOGKP_00035)

36
BopD (VF0362) (BFGGOGKP_00037)
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IMGPR_plasmid_3300046746_000001: 163-19,828 (-)
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Tyrosine recombinase XerC (KCDMAJKG_00003)
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BopD (VF0362) (KCDMAJKG_00008)
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Trehalose-recycling ABC transporter (VF0842) (KCDMAJKG_00010)
Trehalose-recycling ABC transporter (VF0842) (KCDMAJKG_00011)

Maltose/maltodextrin import ATP-binding protein MalK (KCDMAJKG_00012)

Michele_2A_hits_grouped (KCDMAJKG_00013)

Ribulokinase (KCDMAJKG_00014)
L-ribulose 3-epimerase (KCDMAJKG_00015)

IMGPR_plasmid_3300046464_000002: 107-19,322 (-)

1
Tyrosine recombinase XerC (JGFHKDLC_00002)

3456
BopD (VF0362) (JGFHKDLC_00007)

8

Trehalose-recycling ABC transporter (VF0842) (JGFHKDLC_00009)
Trehalose-recycling ABC transporter (VF0842) (JGFHKDLC_00010)

Maltose/maltodextrin import ATP-binding protein MalK (JGFHKDLC_00011)

Michele_2A_hits_grouped (JGFHKDLC_00012)

Ribulokinase (JGFHKDLC_00013)
L-ribulose 3-epimerase (JGFHKDLC_00014)

IMGPR_plasmid_3300047998_000001: 145-19,360 (-)

1
Tyrosine recombinase XerC (BGBDDJDC_00002)

3456
BopD (VF0362) (BGBDDJDC_00007)

8

Trehalose-recycling ABC transporter (VF0842) (BGBDDJDC_00009)
Trehalose-recycling ABC transporter (VF0842) (BGBDDJDC_00010)

Maltose/maltodextrin import ATP-binding protein MalK (BGBDDJDC_00011)

Michele_2A_hits_grouped (BGBDDJDC_00012)

Ribulokinase (BGBDDJDC_00013)
L-ribulose 3-epimerase (BGBDDJDC_00014)

IMGPR_plasmid_3300048444_000020: 20-14,685 (-)
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BopD (VF0362) (LJDPDGJC_00003)
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Trehalose-recycling ABC transporter (VF0842) (LJDPDGJC_00005)
Trehalose-recycling ABC transporter (VF0842) (LJDPDGJC_00006)

Maltose/maltodextrin import ATP-binding protein MalK (LJDPDGJC_00007)

Michele_2A_hits_grouped (LJDPDGJC_00008)

Ribulokinase (LJDPDGJC_00009)
L-ribulose 3-epimerase (LJDPDGJC_00010)

IMGPR_plasmid_3300048024_000001: 997-5,004 (-)
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