78 9 10 1 12 13 14 15 16 17 18 19

IMGPR_plasmid_3300029079_000034: 8,248-17,805 (+)

Control_protein_00002 control (PHDBPNFN_00023) 1S110 family transposase ISPye17 (PHDBPNFN_00035)
Chromosome partition protein Smc (PHDBPNFN_00024) 1S30 family transposase 1SSmi3 (PHDBPNFN_00001)
\ 25 27 30 31 32 33 DNA-invertase hin (PHDBPNFN_00006)

aH — XAHED— - TTD— A L O =

-
IMGPR_plasmid_3300053491_070994:20,548-33,342 (+); 1-5,507 (+)
25 24

IMGPR _plasmid_3300053491 048331:1-2,488 (-); 18,629-25,175 (-)
1 15110 family transposase 1SSfr2 (FAEDIEFM_00003)

IMGPR_plasmid_3300029743.000024: 16,664-20,732 (+); 1-6,258 (+)
19 18

IMGPR_plasmid 3300053491 056795:16,740-25,901 (-)

1S200/1S605 family transposase 1SStin10 (KJCLIOLE_00012)
9 15 16

IMGPR_plasmid_3300029407_000028: 9,454-19,448 (+)
28 27 24 21 20 19 18

IMGPR_plasmid_3300053491_051687:11,204-27,081 (-)

Sporulation thiol-disulfide oxidoreductase A (KCDGCHFL_00023)
22 1

IMGPR_plasmid_3300053491_062662: 19,870-23,389 (+); 1-4,531 (+)

IMGPR_plasmid_3300053491_052959: 1,963-13,607 (-)
8 14

IMGPR_plasmid_3300053491_049898:8,515-19,435 (+)
31 1 2 3 4 9 10

aH —H-0(HED—CH—@ED— ) D K -1

]
IMGPR_plasmid_3300053491_047777:23,305-30,087 (+); 1-8,323 (+)

]
IMGPR_plasmid_3300053491_045842: 5,212-18,293 (+)
29 1 2 3 4
aH —O4—/0—CH{— @D — 1< KK =
IMGPR_plasmid_3300053491_049834: 23,234-30,201 (+); 1-7,699 (+)
14 13 12 11

IMGPR plasmid_3300053491 050207:8,217-17,269 (-
11 5 4 3 2

—~(O—D—@H—{EA) O =

-
IMGPR_plasmid_3300053491_059928: 1-10,289 (-); 22,952-26,643 (-)

L

21 20 19 15 14 13 11
aH D — O —)—E D =D
IMGPR_plasmid_3300029340_000028: 9,856-23,576 (-)

31 30 29 23
aH — OG0 H DO— T KK =

MGPR _plasmid_3300053491_053201: 1-6,646 (-); 20,687-28,086 (-)

} 7000 nt {
defence (PADLOC)

I




