DNA polymerase IV (NGOPJLAG_00049)
43 44 45 46 47 48 50 1S6 family transposase 1S946V (NGOPJLAG_00051)
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50 1S6 family transposase 1S946V (GEGGKLHF_00051)
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Transposon gamma-delta resolvase (KAJNLDCI_00054)
Regulatory protein Spx (KAJNLDCI_00052)
1S6 family transposase 1S946V (KAJNLDCI_00051)
NA ligase (KAJNLDCI_00053)
50 | | \ 55 1S3 family transposase ISEfa10 (KAJNLDCI_00056)

IMGPR_plasmid_3300047621_000010:47,640-54,328 (+)

IMGPR_plasmid_3300045694_000008: 47,622-54,088 (+)

IMGPR _plasmid_3300045693 000005:47,640-56,518 (+)
Mannitol-specific phosphotransferase enzyme IIA component (KHIPKDIM_00056)
HTH-type transcriptional repressor NagR (KHIPKDIM_00053)
1S3 family transposase ISLmo8 (KHIPKDIM_00058)
1S6 family transposase 15946V (KHIPKDIM_00051) PTS system mannitol-specific EIICB component (KHIPKDIM_O@S‘?}
50 52 Michele_2A _hits_grouped (KHIPKDIM_00054) ‘ 57 ‘
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IMGPR_plasmid_3300048936_000021:47,640-59,696 (+)

Mannitol-specific phosphotransferase enzyme IIA component (ICAAINDF_00040)
1S3 family transposase ISLmo8 (ICAAIN BF_OOOSS)
PTS system mann‘itol-specific EIICB component (ICAAINDF_00041)
1S6 family transposase 1S946V (ICAAI NDF,00037)‘ HTH-type transcriptional repressor NagR (ICAAINDF_00043)
36 | 39 Michele_2A_hits_grouped (ICAAINDF_00042) 44
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IMGPR_plasmid_3300045180_000010:31,114-42,899 (+)

Transposon gamma-delta resolvase (HIIAMIBC_00062)
Bacteriophage abortive infection AbiH__AbiH (HIIAMIBC_00057)
Regulatory pl’OteIn Spx (HIIAMIBC_00060) DS-15__DS-15A (HIIAMIBC 00064)
51 53 58 59 DNAligase (HIAMIBC_ 00061) 63
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IMGPR_plasmid_2541047999_000003: 48,659-60,562 (+)

Transposon gamma-delta resolvase (BFOOPICI_00005)
Bacteriophage abortive infection AbiH__AbiH (BFOOPICI_00010)

Regulatory protein Spx (BFOOPICI_00007) DS-15_ DS-15A (BFOOPICI_ 00003)
9 8 DNAIligase (BFOOPICI_ 00006) 4
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IMGPR _plasmid_2558860916_000002: 381-12,284 (-)
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