APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (MKHPLGCO_00070)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (MKHPLGCO_00069)

dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferasé (MKHPLGCO_00063)
1S3 family transposase 151133 (MKHPLGCO_00072)
Plasmid segregation protein ParM (MKHPLGCO_00061) 1S3 family trénspoéase I51133TMKHPLGCO_OOO71)
3'-5' exonuclease DinG (MKHPLGCd_OOOég) J Hemolysin expression-modulating protein Hha (MKHPLGCO_00081)

MTase_II_00014 Type (MKHPLGCO_00059) Toxin RelE2 (MKHPLGCO_00076)

Protein StbB (MKHPLGCO_00062) ‘ Tn3 family transposase (MKHPLGCO_00074) Endonuclease YhcR (MKHPLGCO_00082)
58 60 | T | 646566 67 DNA-invertase hin (MKHPLGCO_00073) 75| 77 78 79 80 | | Fertility inhibition protein (MKHPLGCO_00083)

— I
IMGPR _plasmid_2541047896_000001:43,951-64,501 (+)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (GLIMLMGI_00017)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (GLIMLMGI_00016)
‘ 3'-5'exonuclease DinG (GLIMLMGI_00020)
DNA-invertase hin (GLIMLMGI_00018)
Toxin RelEZ (GLIMLMGI_00021)
‘ n3 far‘nilytransposase (GLIMLMGI,‘COOT‘@)
22

15

] I
IMGPR _plasmid_2600255112_000001: 6,385-22,390 (+)
dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferase (AGFMCAFK_00078)
Kanosamine-6-phosphate phosphatase (AGFMCAFK_00074)
Glucose-6-phosphate 3-dehydrogenase (AGFMCA#K_OOO75)
Sugar transporter SemiSWEET (AGFMCAFK_00076)
Ferredoxin--NADP reductase (AGFMCAFK_00077)
3'-5' exonuclease DinG (AGFMCAFK_00083)
Toxin RelE2 (AGFMCAFK_00084)
79 8081 8 | [85

Jallet_2B_hits_grouped (AGFMCAFK_00073)
72 |

— I
IMGPR_plasmid_2574180019_000001: 57,591-72,182 (+); 1-5,134 (+)
dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferase (PPFKOIDA_00054)
Glucose-6-phosphate 3-dehydrogenase (PPFKOIDA_00057)
Sugar transporter SemiSWEET (PPFKOIDA_OOOSé)
Ferredoxin--NADP reductase (PPFKOIDA_00055)

Kanosamine-6-phosphate phosphatase (PPFKOIDA_00058) 3'-5' exonuclease DinG (PPFKOIDA_00049)
Jallet_2B_hits_grouped (PPFKOIDA,(TOOS‘?) ‘ Toxin RelE2 (PPFKOIDA_00048)

60 | 53 5251 50 | [47

— I
IMGPR _plasmid_648276645_000001: 37,410-56,886 (-)
dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferase (JAMHIEBP_00027)
Sugar transporter SemiSWEET (JAMHIEBP_00025)
Glucose-6-phosphate 3-dehydrog§ase (JAMHIEB‘P_OOO24) Transposon Tn3 resolvase (JAMHIEBP_00033)

Ferredoxin--NADP reductase (JKMHIEBP_00026) 3'-5' exonuclease DinG (JAMHIEBP_00035)
Kanosamine-6-phosphate phosphataée (JA‘MHIE@P_OOOZ‘?,) Beta-lactamase TEM (JAMHIEBP_00032) Toxin RelE2 (JAMHIEBP_00036)

Jallet_2B_hits_grouped (JAMHIEBP_00022) Tn3 family transposase Tn3 (JAMHIEBP_00034)

21 I 28293 31 | | | |37

@ -— N O @@ @@ —a

— I
IMGPR plasmid_2728369186_000001: 11,564-35,991 (+)
MerP-TIGRFAMs TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (NFEICNIL_00092)
ANT,C%p,AadAB-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (NFEICNIL_00082)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (NFEICNIL_00080)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (NFEICNIL_00083)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (NFEICNIL_00088)
FloR-NCBJFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NFO00219.1) (NFEICNIL_00081)
Sul1-NCBIFAM sulfonamlde resistant dihydropteroate synthase Sull (NF000294 1) (NFEICNIL_00084)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)- responswe transcrlptlonal regulator (NF010315.0) (NFEICNIL_00094) Tn3 family transposase TnAs2 (NFEICNIL_00076)
coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (NFEICNIL_00089) 3'-5' exonuclease DinG (NFEICNIL_00074)
transport_merC-NCBIFAM organomercurlal transporter MerC (NF033784 1) (NFEICNIL_( 00091) DNA-invertase hin (NFEICNIL_OOO78)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (NFEICNIL_00090) Beta-lactamase TEM (NFEICNIL_00077)
J‘ Jr 1S6 family transposase 156100 (NFEICNIL_00086) L Toxin RelE2 (NFEICNIL_00073)
Mercuric transport protein MerT (NFEICNIL_00093) 87 85 | | Tyrosine recombinase XerC (NFEICNIL_00079)| 75 | |72

— —_— - — — I S S —
IMGPR _plasmid_2548876915_000003: 58,389-85,215 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BOILDOHA_00071)
ANT,SBILAadAS-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (BOILDOHA_00061)
ANT_3pp_AadA3-NCBIFAM ANT(3")-l1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (BOILDOHA_00059)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (BOILDOHA_00062)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NFO10310.2) (BOILDOHA_00067)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)- responswe transcrlptlonal regulator (NF010315.0) (| BOILDOHA _00073) ‘
FloR- NCBIFAM chloramphenlcol/florfenlcol efflux MFS transporter FloR (NF000219.1) (BOILDOHA_00060)
Sull CBIFAM sulfonamide-resistant dihydropteroate synthase Sull (NF000294.1) (BOILDOHA_00063)

coreg_MerD- NCBIFAM mercury resistance co- regu|ator MerD (NF033783.1) (BOILDOHA_00068 Tn3 family transposase TnAs2 (BOILDOHA_00055)
transport_merC-NCBIFAM organomercurlal transporter MerC (Nﬁ)33784 1) (BOILDOHA ( 00070 3'-5' exonuclease DinG (BOILDOHA_00053)
MerA-TIGRFAMs TIGRFAMS mercury(ll) reductase (TIGR02053 1) (BOILDOHA 00069 DNA-invertase hin (BOILDOHA,OO‘O57)
Mercuric transport proteln Merf(BOILDBHA 0072 Beta-lactamase TEM (BOILDOHA_00056)
1S6 family transposase 156100 (BOILDOHA_00065) l Toxin RelE2 (BOILDOHA_00052)
| | 66 64 | | Tyrosine recombinase XerC (BOILDOHA 00058] 54 | |51

— - ——— X — 1
IMGPR_plasmid_2554235223_000002:41,553-68,379 (-)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (ECNNDFFK_00010)
tet_MFS_C-NCBIFAM tetracycline efflux MFS transporter Tet(C) (NE012191.0) (ECNNDFFK_00007)
151380 family transposase ISEcp1 (ECNNDFFK_OOOOS)
‘ 3'-5" exonuclease DinG (ECNNDFFK_00013)

ABC-type heme transporter (VF0739) (ECNNDFFK_00006) Toxin RelE2 (ECNNDFFK_00014)
ABC transporter (VF0741) (ECNNDFFK_OOOOS) Maltoporin (ECNNDFFK_OOOfl)
3 4 \ \ 9 | 122 | |15

I
IMGPR _plasmid_646556919_000001:2-17,629 (+)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (OGPBLAFB_00081)
Sé6 family transposase 156100 (OGPBLAFB_00078)
1S6 family‘transposase 1S26 (OGPB[AFB_OOOSZ)
Transposon Tn3resolvase (OGPBLAFB_00076)
| “3™-5' exonuclease DinG (OGPBLAFB_00073)
Beta-lactamase TEM (OGPBLAFB_00075)
Multidrug efflux pump Tap (OGPBLAFB_00080) | Toxin RelE2 (OGPBLAFB_00072)
| 79 | 77 | 74 | 7

IMGPR_plasmid_2609459850_000001: 56,424-70,608 (-)
penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptide repeat protein (NFO00420.1) (GEHDOKAJ_00065)
dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferase (GEﬁBOKAJ_OOO72)
Microcin B17-processing protein McbC (GEHDOKAJ_00069)
Mlcrocm B17- processmg protein McbD (GEHDOkAJ,OOOéS)
Microcin B17- processmg protein McbB (GEHDOKAJ _00070) |S(>6 family transposase ISCro1 (GEHDOKAJ_00061)

mads_8 (GEHDOKAJ_00066) 60
Bacteriocin microcin B17 (GEHDOKAJ_00071) 67 | 64 63 62 59 58
I

\!\m,p\asm'\d733000534917003685: 47,103-67,421 (-)

penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptide repeat protein (NFO00420.1) (LEKBNAGH_00021)
dTDP-3-amino-3,6-dideoxy-alpha-D- galactopyranose3 N-acetyltransferase ( LETAGH_OOOM)

Microcin Bl7 processing proteln McbC (LEKBNAGH _ 00017
Microcin B17- processmg protein Mch (LEKBNAGH_00016) ‘
Microcin B17- processmg protein McbD (LEKBNAGH_00018)
| mads_8 (LEKBNAGH_00020)
Bacteriocin microcin B17 (LEKBNAGH_00015) 19 \ 22 2324

— ——
IMGPR_plasmid_2563366945_000001: 6,283-23,900 (+)

APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (AOBLBJJB_00067)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NFO12171.0) (AOBLBJJB_00068)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1)‘ (AOBLBJJB_00061)
Plasmid segregation protein ParM (AOBLBJJB_00058)
1S6 family transposase 1S26 (AOBLBJJB,OOOéO)

‘ 1S6 family transposase 1S26 (A‘OBLBJ‘JB,OOO(:é)
anti-RM (APIS037) (AOBLBJJB_00051) Beta-lactamase TEM (AOBLBJJB_00065) 71
52 53 57 59 | 626364 | \ | 69 70 72

| ] —
IMGPR_plasmid_2630968543_000002: 39,979-61,205 (+)
Plasmid segregation protein ParM (OAAEGEFM_00078) mRNA interferase toxin RelE (OAAEGEFM_00068)
Colicin V secretion protein CvaA (OAAEGEFM_OOO7T)
1S91 family transposase 1SSbo1 (OAAEGEFM_OOO72) é
RtxA (VF0482) (OAAEGEFM_00074)  RNA chaperone ProQ (OAAEGEFM_00070)
80 79 77 7675 73 | | 169 |7

L ———
IMGPR_plasmid_2563366873_000001:51,063-68,523 (-)
t 10000 nt |
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




