
IMGPR_plasmid_3300029549_000075: 418-6,921 (+)

1 2
Sortase B (VF0789) (ADFNJLOI_00003)

4 5 6 7

IMGPR_plasmid_3300029692_000039: 131-7,273 (+)

1

IMGPR_plasmid_3300029785_000177: 29,129-36,772 (-)

tet_protect_M_W-NCBIFAM TetM/TetW/TetO/TetS family tetracycline resistance ribosomal protection protein (NF033148.1) (AAKDPLFP_00033)

IMGPR_plasmid_3300029435_000204: 85-7,012 (+)

Tetracycline resistance protein TetO (MOJPGGPC_00001)

IMGPR_plasmid_3300029796_000215: 29,472-36,353 (-)

Tetracycline resistance protein TetM from transposon TnFO1 (KGOKHNEJ_00033)

IMGPR_plasmid_3300007210_000108: 74-7,354 (+)

Tetracycline resistance protein TetM from transposon TnFO1 (FLEMHDFO_00001)

IMGPR_plasmid_3300029092_000075: 35,398-45,438 (-)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NF012155.1) (KMDLAKHJ_00041)42
Protein VirD4 (KMDLAKHJ_00043)

IMGPR_plasmid_3300029767_000088: 27,679-36,179 (-)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NF012155.1) (LNFJEGIK_00032)

IMGPR_plasmid_3300014963_000257: 281-9,866 (+)

Tyrosine recombinase XerC (KFCINDID_00001)

Tyrosine recombinase XerC (KFCINDID_00002)
Tyrosine recombinase XerC (KFCINDID_00003)

IMGPR_plasmid_3300029048_000064: 301-8,290 (+)

1 2 6

IMGPR_plasmid_3300013958_000103: 21,250-29,239 (-)

2728

IMGPR_plasmid_3300029557_000073: 27,042-35,661 (-)

303132333435

IMGPR_plasmid_3300030319_000130: 11-8,263 (+)

1 2 3 4 5

IMGPR_plasmid_3300029210_000115: 26,412-33,998 (-)

29303132

IMGPR_plasmid_3300030438_000158: 658-8,244 (+)

1 2 3 4

IMGPR_plasmid_3300029360_000213: 30,637-37,521 (-)

3334

IMGPR_plasmid_3300029567_000088: 234-7,118 (+)

1 2

IMGPR_plasmid_3300028997_000043: 54-6,620 (+)

1

IMGPR_plasmid_3300008282_000048: 27,398-36,191 (-)

3132333435
capH (MPNGFMEI_00036)

IMGPR_plasmid_3300014754_000043: 103-7,278 (+)

Arsenical-resistance protein Acr3 (JFNKBIPB_00001)
Jallet_2C_hits_grouped (JFNKBIPB_00002) 7

IMGPR_plasmid_3300008100_000076: 28,375-35,268 (-)

32

IMGPR_plasmid_3300029758_000113: 28,694-35,783 (-)

2631

IMGPR_plasmid_3300029396_000091: 27-7,116 (+)

1

IMGPR_plasmid_3300029320_000064: 28,694-38,050 (-)

tRNA 5-carboxymethoxyuridine methyltransferase (ELGKINNH_00031)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NF012155.1) (ELGKINNH_00032)

IMGPR_plasmid_3300006144_000057: 233-14,958 (+)

1 2 3 4

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (PJFAJHOF_00005)
IS200/IS605 family transposase ISCth10 (PJFAJHOF_00006)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NF012155.1) (PJFAJHOF_00007)

IMGPR_plasmid_3300006148_000039: 14-14,115 (+)

Inorganic triphosphatase (KEKPINEO_00001)
2 3

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (KEKPINEO_00004)
IS200/IS605 family transposase ISCth10 (KEKPINEO_00005)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NF012155.1) (KEKPINEO_00006)

IMGPR_plasmid_3300029129_000091: 29,554-38,685 (-)

3233
capH (BKFNEJAD_00035)

35

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (BKFNEJAD_00037)

37

IMGPR_plasmid_3300023490_000087: 321-9,663 (+)

RM__Type_I_MTases_FAM_0 (OMHFLCDP_00001)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (OMHFLCDP_00002)

3
capH (OMHFLCDP_00004)

5 6

IMGPR_plasmid_3300029244_000147: 172-13,313 (+)

RM__Type_I_S_03 (CGPPMGAE_00001)

Specificity_I_00149 Type (CGPPMGAE_00002)
RM__Type_I_MTases_FAM_0 (CGPPMGAE_00003)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CGPPMGAE_00004)

5
capH (CGPPMGAE_00006)

7 8 9 10 11

IMGPR_plasmid_3300029134_000206: 27,993-35,716 (-)

263032
capH (GONOGHPN_00033)

IMGPR_plasmid_3300029060_000213: 116-7,839 (+)

capH (JCOFKOBA_00001)
2

IMGPR_plasmid_3300029584_000165: 26,448-37,003 (-)

30
capH (FFOEFIDL_00031)

32

Specificity_I_00150 Type (FFOEFIDL_00033)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (FFOEFIDL_00034)

MTase_I_00003 Type (FFOEFIDL_00035)

IMGPR_plasmid_3300007098_000075: 1,365-9,228 (+)

4 6 7 8 9

IMGPR_plasmid_3300000357_000174: 20,239-28,074 (-)

22

IMGPR_plasmid_3300029556_000125: 24,875-34,807 (-)

26

IMGPR_plasmid_3300029606_000091: 187-10,119 (+)

5

IMGPR_plasmid_3300029231_000049: 30,307-41,274 (-)

31

Retron_VI__HTH (BKIEDAHE_00033)

34

Specificity_I_00056 Type (BKIEDAHE_00035)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (BKIEDAHE_00036)

MTase_I_00005 Type (BKIEDAHE_00037)

IMGPR_plasmid_3300007362_000038: 28,637-39,017 (-)

Retron_VI__HTH (PLPBPEPI_00030)31

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (PLPBPEPI_00032)
MTase_I_00005 Type (PLPBPEPI_00033)

IMGPR_plasmid_3300029780_000054: 95-7,378 (+)

1 2 Retron_VI__HTH (PGBCNJCO_00003)

IMGPR_plasmid_3300029703_000048: 29,129-36,413 (-)

Retron_VI__HTH (JHLJOEGH_00030)3132

IMGPR_plasmid_3300029859_000060: 211-17,579 (+)

1
RM__Type_I_REases_FAM_0.einsi_trimmed (JIOJLMMJ_00002)

Specificity_I_00027 Type (JIOJLMMJ_00003)

MTase_I_00005 Type (JIOJLMMJ_00004)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (JIOJLMMJ_00005)

Specificity_I_00013 Type (JIOJLMMJ_00006)
7 Retron_VI__HTH (JIOJLMMJ_00008)

IMGPR_plasmid_3300039382_000022: 104-5,558 (+)

1 6

IMGPR_plasmid_3300029621_000112: 306-7,743 (+)

1 2

IMGPR_plasmid_3300007222_000101: 26,702-36,126 (-)

HTH-type transcriptional activator mta (DJBNGGNE_00026)303132

IMGPR_plasmid_3300023492_000055: 104-13,257 (+)

MTase_I_00005 Type (NLOICAKD_00001)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (NLOICAKD_00002)

RM__Type_I_S_51 (NLOICAKD_00003)
Specificity_I_00028 Type (NLOICAKD_00004)

capH (NLOICAKD_00005)
6 7

IMGPR_plasmid_3300014971_000050: 78-11,666 (+)

Macrolide export ATP-binding/permease protein MacB (MMHMCNKE_00001)
Siderophore-dependent iron uptake system (VF0738) (MMHMCNKE_00002)

3

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (MMHMCNKE_00004)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (MMHMCNKE_00005)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (MMHMCNKE_00006)

IMGPR_plasmid_3300039333_000098: 26,333-48,596 (-)

3031
SspBCDE__SspD_2 (MOKDMEAF_00032)

SspB_00009 SspB (MOKDMEAF_00033)

SspC_00010 SspC (MOKDMEAF_00034)

SspA_00001 SspA (MOKDMEAF_00035)

PbeA_00002 PbeA (MOKDMEAF_00036)
37

PbeC_00033 PbeC (MOKDMEAF_00038)

394041

IMGPR_plasmid_3300029295_000025: 501-16,182 (+)

vanT-CELN-NCBIFAM membrane-bound serine racemase VanT (NF033132.1) (GJNFPILP_00001)

vanXY_G-NCBIFAM D-Ala-D-Ala dipeptidase/D-Ala-D-Ala carboxypeptidase VanXY-G (NF000149.1) (GJNFPILP_00002)

D_ala_D_ser_VanG-NCBIFAM D-alanine--D-serine ligase VanG (NF000091.3) (GJNFPILP_00003)
vanW-G-NCBIFAM glycopeptide resistance accessory protein VanW-G (NF033123.1) (GJNFPILP_00004)

vanZ-F-NCBIFAM glycopeptide resistance protein VanZ-F (NF000145.1) (GJNFPILP_00005)

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (GJNFPILP_00006)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (GJNFPILP_00007)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (GJNFPILP_00008)

Retron_VI__HTH (GJNFPILP_00009) 12 PDC-S01_WP_099993690.1 (GJNFPILP_00013)

IMGPR_plasmid_3300014784_000040: 24,603-33,000 (-)

Retron_VI__HTH (NMLKAEML_00032)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (NMLKAEML_00033)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (NMLKAEML_00034)

IMGPR_plasmid_3300045608_000128: 844-9,649 (+)

RT_III-AM_III-B_2 (DOHIPGCB_00001)
2

IMGPR_plasmid_3300029364_000076: 32,639-43,967 (-)

Retron_VI__HTH (GBIMDNGL_00039)4041

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (GBIMDNGL_00042)

4344
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (GBIMDNGL_00045)

IMGPR_plasmid_3300029778_000063: 28,875-40,203 (-)

Retron_VI__HTH (IGFHLOPC_00034)3536

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (IGFHLOPC_00037)

Retron_VI__HTH (IGFHLOPC_00038)
39

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (IGFHLOPC_00040)

IMGPR_plasmid_3300029758_000054: 28,522-42,577 (-)

Retron_VI__HTH (LNHGNJBP_00033)3435
ABC transporter ATP-binding protein YtrE (LNHGNJBP_00036)

37

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (LNHGNJBP_00038)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (LNHGNJBP_00039)

40

IMGPR_plasmid_3300030304_000015: 24,969-39,150 (-)

Retron_VI__HTH (HHKONPBH_00029)3031
HitABC (VF0268) (HHKONPBH_00032)

33

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (HHKONPBH_00034)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (HHKONPBH_00035)

36

IMGPR_plasmid_3300023718_000034: 27,815-41,825 (-)

Retron_VI__HTH (CPOBBANA_00031)3233

AB hydrolase superfamily protein YdjP (CPOBBANA_00034)

35

HTH-type transcriptional regulator BetI (CPOBBANA_00036)

373839
MazEF__MazF (CPOBBANA_00040)

41

Tyrosine recombinase XerC (CPOBBANA_00042)

8000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


