GTP 3',8-cyclase (KGCOBGMJ_00039)
27 28 29 30 31 32 33 34 35 36 37 38 40 41

K K—{EEDED{D

GTP 3'8-cyclase (MCNIFAOO_00039)
32 33 34 35 36 37 38 40

K K— DD

AbiEii_WP_084488417.1 AbiEii (PBNFIDJK_00002)
AbiEi WP_026161743.1 AbiEl (PBNFIDJK_00003)
9 8 7 6 5 4 | 1

AEEEOEEEEEK K

IMGPR_plasmid_3300029455_.000021:318-14,813 (-)
36 37 38 39 mads_8 (OMMJCGAB_00040)
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IMGPR_plasmid_3300029784_000075: 28,109-38,429 (+)

IMGPR_plasmid_3300029567_000056: 26,500-43,296 (+)

IMGPR_plasmid_3300029828_000056: 25,991-41,498 (+)

PDC-M64C_WP_110053925.1 (FDIJDBOK_00006)
RM_Type_| I_Type_lT_MTases_FAM_O (FDIJDBOK_00005)
RM_Type_II_Type_II_REase21 (FDIJDBOK_00004)
12 11 10 9 8 7 | | 3 2 1

dEEEEEEKEEK K K O -@c
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IMGPR_plasmid_3300001528_000018: 210-19,006 (-)

REase_|1_00056 Type (KNCELIFI_00039)
MTase_II_00096 Type (KNCELIFI_00040)
32 33 34 35 36 37 38 | 41 42 43
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IMGPR_plasmid_3300029928_000021: 26,497-43,889 (+)

DS-15__DS-15A (CDMBGFFF_00042) Outer membrane protein 40 (CDMBGFFF_00001)

DNA primase (CDMBGFFF_00044)
32 33 34 35 36 373839 40 41 43 454647 48 49

AEEaEEEKEEK K KHdEE-CO@NHDD-D— @K

IMGPR_plasmid_3300053491_069127:25,765-47,239 (+); 1-5,933 (+)
DS-15_DS-15A (PINKNEOF_00043)
DNA primase (PINKNEOF_00045)
33 34 35 36 37 38 39 40 41 42 44 4647
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IMGPR_plasmid_3300029714_000074:26,701-46,491 (+)
PDC-M69A_WP_216276383.1 (CIJKGIFK_00004)
Tyrosine recombinase XerC ((ﬁJ KGIFK_00005)
Tyrosine recombinase XerC (CIJKGIFK_00006) PDC-S05_WP_231564492.1 (CIJKGIFK_00001)
RM_Type_|_REases_FAM_0.einsi_trimmed (CIJKGIFK_00003)
7 \ \ \ MTase_|_00016 Type (CIJKGIFK_00002)

oD ED ) O O

IMGPR _plasmid_3300029395_000034: 521-13,202 z)
PDC-M69A WP_216276383.1 (MGLFKGPF_00038)
Tyrosine recombinase XerC (MGLFKGPF_00037)
Tyrosine recombinase XerC (MGLFKGP#_OOOSé)
RM_Type_I‘_REasés_FAM_O.einsi_trimmed (MGLFKGPF_00039)
[ | MTase_| 00016 Type (MGLFKGPF_00040)
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IMGPR_plasmid_7000000515_000019: 26,965-38,753 (+)
PDC-M69A WP_216276383.1 (FDIMDAIE_00030)
Tyrosine recombinase XerC (FBI MDAIE_00029)
Tyrosine recombinase XerC (FDI MDAIEL00028) RM_ Type_|_MTases_FAM_1 (FDIMDAIE_00032)
REase_|_00010 Type (FDIMDAIE_00031)

27
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IMGPR_plasmid_3300029380_000124: 21,636-32,542 (+)

PDC-M69A_ WP_216276383.1 (OLEDPAFJ_00037)
PDC-S05_WP_231564492.1 (OLEDPAFJ_00040)

Tyrosine recombinase XerC (OLEDPAFJ_00036) Specificity_|_00017 Type (OLEDPAFJ_00042)
‘ MTase_|_00016 Type (OLEDPAFJ_OOOS?) Chromosome partition protein Smc (OLEDPAFJ_00045)
Tyrosine recombinase XerC (OLEDPAFJ_00035) 4 RM_ Type_I_S_02 (OLEDPAFJ_00043)
34 RM_Type_'_REasés_FAM_O.einsi_trimmed (OLEDPAFJ_00038) 41 ‘ 44 46 47 48 49 50 51

L
IMGPR_plasmid_3300029367_000030: 27,606-54,805 (+)

PDC-M69A WP_216276383.1 (CNEOOBII_00036) Chromosome partition protein Smc (CNEOOBII_00043)
PDC-S05_WP_231564492.1 (CNEOOBII_00039)
Tyrosine recombinase XerC (CNEOOBII_00035) Specificity_|_00085 Type (CNEOOBII_00041)
Tyrosine recombinase XerC (CNEOOBII_00034) MTase_| 00016 Type (CNEOOBII_00038)
33 ~ RM_Type_|_REases_FAM O.einsi_trimmed (CNEODBII_00037) 40 | 42 444546 47 48 49 50

mads_8 (OLEDPAFJ_00053)
52

mads_8 (CNEOOBII_00051)
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IMGPR_plasmid_3300008101_000060: 25,924-50,784 (+)
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