18 Protein TraC (PIGLIKLD_00021)
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IMGPR_plasmid_2519103158_000004: 8,670-15,792 (+)
1

IMGPR_plasmid_2529292763_.000003: 46-3,689 (-)
17  Protein TraC (DIPBKCIP_00019) 20 21 22 23 24

IMGPR_plasmid_2588253973_.000001: 8,386-16,535 (+)

Protein TraC (JABJACEB_00019) 20 21 22 23

OEDIDETD

IMGPR plasmid 2660238363 000002: 8,407-15,919 (+)
Protein TraV (BLEBDNHF_00007)
2

IMGPR_plasmid_2690316182_000003: 18-3,026 (-)
53 50

IMGPR_plasmid_2700989588_000002: 49,465-52,167 (-)
Relaxosome protein TraM (OHELHMAH_00010)
Relaxosome protein TraY (OHELHMAH_00012)

Antitoxin HigA1 (OHELHMAH_00005) TraJ (VF0241) (OHELHMAH_00011)
Antitoxin HigA (OHELHMAH_00006) Pilin (OHELHMAH_00013)
123 4 | 7 8 9 | | T 14 15 16 17 18
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IMGPR plasmid 2671180241 _000001:273-13,472 (+)
Relaxosome protein TraM (KHFFCBBN_00062)
Relaxosome protein TraY (KHFFCBBN_00060)

Antitoxin HigA1 (KHFFCBBN_00067) TraJ (VF0241) (KHFFCBBN_00061)
Antitoxin HigA (KHFFCBBN_00066) Pilin (KHFFCBBN_00059)
717069 68 | 65 64 63 | | 7T 58 57 56 55 54

IMGPR_plasmid_2681813307_000004: 52,389-65,588 (-)
Relaxosome protein TraM (IGONBCFC_00064)
Relaxosome protein TraY (IGONBCFC_00062)
Tra) (VFO241) IGONBCFC_00063)
Pilin IGONBCFC_00061)
67 66 65 | | T 60 59 58 57 56
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IMGPR_plasmid_2700989561_000004: 53,485-63,903 (-)
Relaxosome protein TraM (KKHEBDED_00004)
Relaxosome protein TraY (KKHEBDED_00006)
TraJ (VF0241) (KKHEBDED_00005)
Pilin (KKHEBDED_OOOO7)
1 2 3 | | 'T 8 9 10 11 12
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IMGPR_plasmid_2740892296_000001: 59-10,477 (+)
Relaxosome protein TraM (LEKLMGKI_00062)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (LEKLMGKI_00078) Relaxosome protein TraY (LEKLMGKI_00060)
anti-SOS response (AP1S180) (LEKLMGKI_00075) Protein TraJ LEKLMGKI_OOOél)
Nucleoid occlusion protein (LEKLMGKI_00076) Pilin (LEKLMGKI_00059)
77 | 74 73 727170 69 68 67 66 65 64 63 \ | T 58 57 56 55
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\MGPR _plasmid_2740892311 OOOOOl 52,842-71,385(-)

Relaxosome protein TraM (JIFBMEBN_00017)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (JIFBMEBN_00001) Relaxosome protein TraY (JIFBMEBN_00019)
anti-SOS response (AP1S180) (JIFBMEBN_00004) Protein TraJ (JIFBMEBN_00018)
ilin (JIFBMEBN_OOOZO)
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\MGPR _plasmid_2740892287 OOOOOl 68-18,611 (+)
} 7000 nt {
virulence (VFDB) anti-defence (dbAPIS)

Nu‘cleoid occlusion protein (JIFBME! EBN 00003




