
IMGPR_plasmid_3300020426_000364: 37,204-63,847 (+)

Caffeyl-CoA reductase-Etf complex subunit CarC

Bifunctional protein PaaZ (LLEOCFFD_00035)

Trans-feruloyl-CoA synthase FCS1 (LLEOCFFD_00036)

Trans-feruloyl-CoA synthase FCS1 (LLEOCFFD_00037)

Succinyl-CoA--L-malate CoA-transferase beta subunit (LLEOCFFD_00038)

Acyl-CoA dehydrogenase (LLEOCFFD_00039)
Trans-feruloyl-CoA synthase FCS1 (LLEOCFFD_00040)

HTH-type transcriptional regulator XynR (LLEOCFFD_00041)

IS66 family transposase ISPye45 (LLEOCFFD_00042)

43 44

Solute-binding protein (LLEOCFFD_00045)

46

C4-dicarboxylate TRAP transporter large permease protein DctM (LLEOCFFD_00047)

Michele_1A_hits_grouped (LLEOCFFD_00048)

FadE29 (VF0845) (LLEOCFFD_00049)
Mycobactin (VF0299) (LLEOCFFD_00050)

Bifunctional protein PaaZ (LLEOCFFD_00051)

Trans-feruloyl-CoA synthase FCS1 (LLEOCFFD_00052)

53

Acetyl-CoA:oxalate CoA-transferase (LLEOCFFD_00054)

FadE29 (VF0845) (LLEOCFFD_00055)

High-affinity branched-chain amino acid transport ATP-binding protein LivF (LLEOCFFD_00056)

57

Leucine-, isoleucine-, valine-, threonine-, and alanine-binding protein (LLEOCFFD_00058)

Acetyl-CoA:oxalate CoA-transferase (LLEOCFFD_00059)

60

Formyl-CoA:oxalate CoA-transferase (LLEOCFFD_00061)

IMGPR_plasmid_2513237353_000027: 43,513-63,252 (+)

Trans-feruloyl-CoA synthase FCS1 (JIBEJIIP_00047)
HTH-type transcriptional regulator XynR (JIBEJIIP_00048)

49
Solute-binding protein (JIBEJIIP_00050)

51

C4-dicarboxylate TRAP transporter large permease protein DctM (JIBEJIIP_00052)

Michele_1A_hits_grouped (JIBEJIIP_00053)

FadE29 (VF0845) (JIBEJIIP_00054)
Mycobactin (VF0299) (JIBEJIIP_00055)

Bifunctional protein PaaZ (JIBEJIIP_00056)

57

Acetyl-CoA:oxalate CoA-transferase (JIBEJIIP_00058)

Transcriptional regulator SlyA (JIBEJIIP_00059)

60

IMGPR_plasmid_3300042243_000391: 28,738-38,678 (+)

Trans-feruloyl-CoA synthase FCS1 (GNNJEGAB_00033)
Solute-binding protein (GNNJEGAB_00034)

35

C4-dicarboxylate TRAP transporter large permease protein DctM (GNNJEGAB_00036)

Michele_1A_hits_grouped (GNNJEGAB_00037)

IMGPR_plasmid_2791355032_000006: 46,227-55,650 (+)

Trans-feruloyl-CoA synthase FCS1 (FKBDDBDM_00049)

HTH-type transcriptional regulator XynR (FKBDDBDM_00050)

51

Acyl-CoA dehydrogenase (FKBDDBDM_00052)

IMGPR_plasmid_2788500466_000001: 33,065-42,490 (+)

Trans-feruloyl-CoA synthase FCS1 (HHFCIEHO_00036)
HTH-type transcriptional regulator XynR (HHFCIEHO_00037)

38 IS5 family transposase ISPlc1 (HHFCIEHO_00039)

IMGPR_plasmid_3300010430_000778: 286-7,892 (-)

1
Trans-feruloyl-CoA synthase FCS1 (LDECGDDA_00002)
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