
IMGPR_plasmid_2844443253_000001: 206,997-216,386 (+)

IS3 family transposase IS150 (EBOHCBGH_00281)
IS3 family transposase IS103 (EBOHCBGH_00282)

Insertion sequence IS5376 putative ATP-binding protein (EBOHCBGH_00283)

VirF (VF0979) (EBOHCBGH_00284) 285 286
IS110 family transposase ISSfl4 (EBOHCBGH_00287)

TTSS secreted effectors (VF0978) (EBOHCBGH_00288)

289

putative E3 ubiquitin-protein ligase ipaH7.8 (EBOHCBGH_00290)

IS3 family transposase IS629 (EBOHCBGH_00291)
292 293

IS3 family transposase ISSfl11 (EBOHCBGH_00294)

IMGPR_plasmid_2630968800_000001: 35,136-44,187 (+)

49 56
IS3 family transposase IS600 (AAJDGGJD_00057)

IMGPR_plasmid_2874915312_000001: 65,259-74,022 (+)

IS91 family transposase ISSbo1 (EMBALACC_00085) IS3 family transposase ISEc48 (EMBALACC_00090) putative E3 ubiquitin-protein ligase ipaH7.8 (EMBALACC_00093)

IMGPR_plasmid_2687453163_000003: 31,907-41,211 (+)

IS3 family transposase ISEc48 (COIKMDHF_00045) 47

IMGPR_plasmid_2687453115_000002: 80,357-89,661 (+)

114

IMGPR_plasmid_2850784384_000002: 202,771-211,537 (+)

IS3 family transposase IS629 (HNLIDMJM_00259)
262 263

IS91 family transposase IS1294 (HNLIDMJM_00264)

265 IS3 family transposase IS103 (HNLIDMJM_00267)

3000 nt

virulence (VFDB)


