anti-CRISPR-Cas evasion by DNA repair (AP1S131) (MHPJGMKN_00009)
Plasmid segregation protein ParM (MHPJGMKN_00018)

anti-SOS response (AP1S180) (MHPJGMKN_00006) Tyrosine recombinase XerC (MHPJGMKN_00021)

MTase_II_00014 Type (MHPJGMKN_00004) | MTase_I_00014 Type (MHPJGMKN_00013)
Nucleoid occlusion protein (MHPJGMKN_00007) 12 15 Colicin la (VF1183) (MHPJGMKN_00026)
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IMGPR_plasmid_2671180268_000001: 748-29,870 (+)
Plasmid segregation protein ParM (NOCKGOOM_00057)

Tyrosine recombinase XerC (NOCKGOOM_00054)
Colicin la (VF1183) (NOCKGOOM _00048)
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IMGPR_plasmid_2734482564_000003:41,488-56,827 (-)
Transcription antitermination protein RfaH (EEJCDKKA_00056)
Eé;lication initiation protein (EEJCDKKA_00058)
DrmD_00013 DrmD (EEJCDKKA_00062)
Protein UmuC (EEJCDKKA_00063)
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IMGPR _plasmid_2663762926_000004:52,817-66,411 (+)
Plasmid segregation protein ParM (PBPDPDEO_00061) DNA-invertase hin (PBPDPDEO_00052)

Tyrosine recombinase XerC (PBPDPDEO_00058) Tn3 familyﬁsposase TnAs1 (PBPDPDEO_00051)
Protein UmuC (PBPDPDEO_00663) Aerotaxis receptor (PBPDPDEO_00053)
62 | 60 59 | 57 56 55 54 | 5049 48 47 46
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IMGPR _plasmid_2585427779_000004: 41,249-61,469 (-)
1S3 family transposase 1S600 (IACEAHBF_00019)
14

IMGPR_plasmid_2534681938 _000002: 12,709-16,476 (-)
1S3 family transposase 1SSd1 (ICFKOHDN_00040)

IMGPR_plasmid_2675903425_000001:40,010-44,034 (-)
1

IMGPR_plasmid_2681813226_000001: 65-3,704 (+)
42

IMGPR_plasmid_2703719369_000002: 37,337-40,977 (-)
12

IMGPR_plasmid 2541047119 000001: 244-4,226 (+)
Catalase-peroxidase (EMAGBIMP_00043)
Catalaseq);roxidase (EMAGBIMP_00044)

KatG (VF0303) (EMAGBIMP_00042)

45 | | 41
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IMGPR_plasmid_2526164602_000003: 34,078-41,614 (-)
1S3 family transposase 1S629 (BNGOOJCP_00024)
KatG (VF0303) (BNGOOJCP_00022)
\ 23 1S3 family transposase 1SSd1 (BNGOOJCP_00021)

IMGPR _plasmid 2547132252 _000004: 15,506-23,653 (-)
1S3 family transposase 1S629 (KALDGHEI_00021)
KatG (VF0303) (KALDGHEI_00019)
22 \ 20 1S3 family transposase 1SSd1 (KALDGHEI_00018)
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IMGPR_plasmid_2541047123_.000002: 17,504-26,391 (-)

1S3 family transposase 1S629 (JCIAEKKO_00021)
KatG (VF0303) (JCIAEKKO_00019)
20 18
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IMGPR _plasmid_2534682252_000005: 12,649-21,226 (-)
1S3 family transposase 1S629 (FIGELNFC_00048)
KatG (VF0303) (FIGELNFC_00046)
SigA (VF0119) (FIGELNFC_00049) 47 45
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IMGPR _plasmid_2529293213 000004: 38,853-51,513 (-)

KatG (VF0303) (BNGCDAOH_00015)
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IMGPR_plasmid_2534681878_000002: 6,052-14,461 (-)
D-inositol-3-phosphate glycosyltransferase (PJDEBHDD_00004)
1S1 family transposase IS1IN (PJDEBHDD_00006)

MsbB2 (VF0981) (PJDEBHDD 00002) 1S3 family transposase 1S629 (PJDEBHDD_00008)
Ibes (VF0237) (PJDEBHDD_00003) KatG (VF0303) (PJDEBHDD_00010)
1 | | 5 SigA (VFO119) (PJDEBHDD_00007) | 9 11
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IMGPR_plasmid_2541047434_000002: 248-20,644 (+)

D-inositol-3-phosphate glycosyltransferase (CBGHAFLH_00005)
1S1 family transposase ISIN (CBGHAFLH_00007)

MsbB2 (VF0981) (CBGHAFLH_00003) 1S3 family transposase 15629 (CBGHAFLH_00009)
Ibes (VF0237) (CBGHAFLH_00004) KatG (VF0303) (CBGHAFLH_00011)
12 | \ 6 SigA (VF0119) (CBGHAFLH_00008) | 10 12
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IMGPR_plasmid_641736226_000002: 149-20,890 (+)
D-inositol-3-phosphate glycosyltransferase (MGAOEIAK_00004)
1S1 family transposase ISIN (MGAOEIAK_00006)
1S66 family transposase ISEc8 (MGAOEIAK_00001) 1S3 family transposase 1S629 (MGAOEIAK_00008)
Ibes (VF0237) (MGAOEIAK_00003) KatG (VF0303) (MGAOEIAK_00010)
MsbB2 (VF0981) (MGAOEIAK_OObO2) 5 SigA (VF0119) (MGAOEIAK_OOOO7)‘ 9 11
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IMGPR_plasmid_2534682325_000001: 10-20,846 (+)
anti-SOS response (AP1S180) (OJIOLOLB_00001)
ISNCY family transposase ISRor2 (OJIOLOLB_00011)
ArdA anti-RM (APIS003) (OJIOLOLB_00006)

ArdA anti-RM (APIS003) (OJIOLOLB_00005)
ArdA anti-RM (APIS003) (OJIOLOLB_00004) 12 1S6 family transposase 1526 (OJIOLOLB_00021)

[ 2 3 T | | 7 8 9 10 T1314 15 16 17 18 19 20 | 22 23 24

- - L L

IMGPR _plasmid_2695420814_000001: 383-22,095 (+)

[ 10000 nt i
defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)

29

33
30 31327 34

35



