
IMGPR_plasmid_2921842437_000003: 959-8,709 (+)

1 2 3 4 5 6

Thiol:disulfide interchange protein DsbG (BLMNKCLJ_00007)
Thiol:disulfide interchange protein DsbD (BLMNKCLJ_00008)

9 10 11

IMGPR_plasmid_2856063539_000001: 24,724-32,042 (-)

Thiol:disulfide interchange protein DsbD (HNFPGPMA_00027)
Thiol:disulfide interchange protein DsbD (HNFPGPMA_00028)

313233

IMGPR_plasmid_2874070856_000002: 32,725-54,699 (-)

34
T6SS-III (VF0784) (CLOEMFGF_00035)

363738394041
T6SS-III (VF0784) (CLOEMFGF_00042)

4344

SCI-I T6SS (VF1120) (CLOEMFGF_00045)

IMGPR_plasmid_2856036541_000002: 33,014-54,990 (-)

33
T6SS-III (VF0784) (KCCALBHE_00034)

353637383940
T6SS-III (VF0784) (KCCALBHE_00041)

4243

SCI-I T6SS (VF1120) (KCCALBHE_00044)

IMGPR_plasmid_2731957811_000006: 33,462-48,433 (-)

33
T6SS-III (VF0784) (IGDBIHLJ_00034)

353637383940

IMGPR_plasmid_2876339068_000003: 29,588-43,125 (-)

31
T6SS-III (VF0784) (JEFPBNFL_00032)

3334353637

IMGPR_plasmid_2869158520_000002: 36,185-61,261 (-)

34
T6SS-III (VF0784) (BGKEPJAP_00035)

3637383940
T6SS-III (VF0784) (BGKEPJAP_00041)

42

SCI-I T6SS (VF1120) (BGKEPJAP_00043)

Major exported protein (BGKEPJAP_00044)

Peptidoglycan-associated lipoprotein (BGKEPJAP_00045)

T6SS-III (VF0784) (BGKEPJAP_00046)
47

IMGPR_plasmid_2905820303_000003: 32,967-54,037 (-)

34
T6SS-III (VF0784) (DHGLABMB_00035)

3637383940
T6SS-III (VF0784) (DHGLABMB_00041)

42

SCI-I T6SS (VF1120) (DHGLABMB_00043)

44

IMGPR_plasmid_2876358570_000002: 39,374-58,855 (-)

37
T6SS-III (VF0784) (ADKKKIJF_00038)

39404142434445

T6SS-III (VF0784) (ADKKKIJF_00046)

4748
SCI-I T6SS (VF1120) (ADKKKIJF_00049)

Major exported protein (ADKKKIJF_00050)

IMGPR_plasmid_2731957819_000004: 151-11,279 (+)

1 2
T6SS-III (VF0784) (PPCFGGAN_00003)

4

IMGPR_plasmid_2731957807_000002: 30,342-41,470 (-)

31
T6SS-III (VF0784) (HHGILEKN_00032)

3334

IMGPR_plasmid_2859050121_000001: 24,800-37,072 (-)

Thiol:disulfide interchange protein DsbD (LAEPCFIK_00026)29
T6SS-III (VF0784) (LAEPCFIK_00030)

3132

IMGPR_plasmid_2869118489_000002: 17,342-26,108 (+)

1415

Thiol:disulfide interchange protein DsbD (FPEAHICG_00016)
ThsB1_00005 TIR-like (FPEAHICG_00019)

ThsA1_00007 Macro (FPEAHICG_00020)
21

22

Mitomycin biosynthesis 6-O-methyltransferase (FPEAHICG_00023)

24

10000 nt

defence (PADLOC) virulence (VFDB)


