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IMGPR_plasmid_2876339068_000003: 29,588-43,125 (-)

Peptidoglycan-associated lipoprotein (BGKEPJAP_00045)
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IMGPR_plasmid_2905820303 000003: 32,967-54,037 (-)
Major exported protein (ADKKKIJF_00050)
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T6SS-111 (VFO784) (HHGILEKN_00032)
34 33 31

O O eEC . EaED

——
IMGPR_plasmid_2731957807_000002: 30,342-41,470 (-)
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IMGPR_plasmid_2859050121_000001: 24,800-37,072 (-)
Mitomycin biosynthesis 6-O-methyltransferase (FPEAHICG_00023)
Thiol:disulfide interchange protein DsbD (FPEAH ICG,OOOlé;
ThsB1_00005 TIR-like (FPEAHICG_00019)
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