Antitoxin Peml (PHNOOMJO_00003)
MazEF_MazF (PHNOOMJO_00002)
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IMGPR_plasmid_3300029885_000002: 55-4,199 (+)
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IMGPR_plasmid_2579778784_000002: 269-4,365 (+)
Tn3 family transposase (AJONIBEI_00021)
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IMGPR_plasmid_2667528058_000001: 1&68-26,060 ()

chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (DEJGCHHF_00001)
1S1 family transposase IS1D (DEJGCHHF_00003)

1S1 fama’gnsposase IS1R (DEJGCHHF_00002)
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IMGPR_plasmid_2541047872_000005: 192-5,276 (+)
AAC_3_II-NCBIFAM AAC(3)-1l family aminoglycoside N-acetyltransferase (NFO33080.0) (OEPNJBPE_00001)
1S6 family transposase 1S15 (OEPNJBPE_00003)
Beta-lactamase TEM (OEPNJBPE_00004)
2 Menshen_NsnA (OEPNJBPE_00005)
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IMGPR_plasmid_2563366899_000006: 131-8,587 (+)
1S6 family transposase IS15 (LLGBNIEB_00022)
Beta-lactamase TEM (LLGBNIEB_00021)

Menshen_ NsnA (LLGBNIEB_00020)
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IMGPR plasmid_2554235184 000001: 18,872-26,299 (-)
151182 family transposase ISCfr1 (KCADFEJB_00004)
1S6 family transposase 1S15 (KCADFEJB_00001,

PDC-S36_WP_084151199.1 (KCADFEJB_00003)
Beta-factamase TEM (KCADFEJB_00005)

2 ‘ Menshen_ NsnA (KCADFEJB_00006)
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IMGPR_plasmid_2568526050_000005: 53-11,446 (+)
1S1 family transposase 1S1D (CMHFDLJI_00001)

"] Menshen_NsnA (CMHFDLJI_00002)
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IMGPR _plasmid 2537562172 _000008: 54-5,646 (+)
Menshen_ NsnA (NPLLDMPL_00001)
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IMGPR_plasmid_2554235187_000002: 5-5,292 (+)

Beta-lactamase TEM (MBOAPOMG_00016)
17 Menshen_ NsnA (MBOAPOMG_00015)

IMGPR_plasmid_2609460210_000010: 10,732717,382 (-)
Plasmid segregation protein ParM (GAFEICOH_00018)
1S6 ?amily transposase 1S15 (GAFEICOH_00015)
Protein StbB (GAFEICOH_00017)
| T 16 | Menshen_NsnA (GAFEICOH_00014)
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IMGPR_plasmid_2554235180_000003: 10,101-17,668 (-)
Tn3 family transposase TnAs1 (KOICMMFA_00001)
Serine recombinase PinR (KOICMMFA_00002)
\ Tn3 family transposase (KOICMMFA_00003)
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IMGPR_plasmid_2568526230_000007: 68-7,729 (+)

Serine recombinase PinR (MLBNEAMO_00023)
Tn3 family transposase (MLBNEAMO_00022)
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IMGPR_plasmid_2740892022_000003: 19,14_8—26,567 (-)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (CKGAPAMP_00018)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (CKGAPAM P_60022)
Tetracycline repressor protein class A from transposon 1721 (CKGAPAMP_00023) ‘
Tetracycline repressor protein class A from transposon 1721 (CKGAPAMP_00019)

Tn3 family transposase TnAs1 (CKGAPAMP_00024) Tn3 family transposase TnAs1 (CKGAPAMP_00016)
Tn3 family transposase TnAs1 (CKGAPAMP_00020) Serine recombinase PinR (CKGAPAMP_00015)
21 \ 17 | Tn3 family transposase (CKGAPAMP_00014)
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IMGPR _plasmid_2579778601_000003: 10,102-28,585 (-)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (EJHJBBPJ_00018)
Tetracycline repressor protein class Afrom transposon 1721 (EJHJBBPJ_00019)
é Tn3 family transposase TnAs1 (EJHJBBPJ_00016)
Tn3 family transposase TnAs1 (EJHJBBPJ_00020) Serine recombinase PinR (EJHJBBPJ_00015)
| | 17 \ Tn3 family transposase (EJHJBBPJ_00014)
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IMGPR_plasmid_2740892034_000005: 10,127-23,569 (-) -
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (HFIAMGKD_00023)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (HFIAMGKD_00024)
Transposon Tn3 resolvase (HFIAMGKD_00026) DNA-invertase hin (HFIAMGKD_00022)
Tn3 family transposase Tn2 (HFIAMGKD_00025) \ n3 family transposase (HFIAMGKD_00021) 20
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IMGPR_plasmid_2645727701_000001: 18,864-34,240 (-)

Fertility inhibition protein (FJINHFIIP_00014)
DrmD_00013 DrmD (FJNHFIIP_00017) Coupling protein TraD
1S21 family transposase ISPpu7 (FJNHFI1P_00018) 15 13 Multifunctional conjugation protein Tral (FJINHFIIP_00012) \
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IMGPR _plasmid_2579778686_000002: 10,837-25,411 (-)
1S21 family transposase ISPpu7 (OAGDPPIG_00006) DrmD_00013 DrmD (OAGDPPIG_00007) Coupling protein TraD (OAGDPPIG_00012)
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IMGPR_plasmid_2636415500_000002: 1,589-18,316 (+)
1S66 family transposase ISEc23 (BJKIJDNC_00006)
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WGPR?p\asm'\dj5659567097000002: 687-9,925 (+)
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defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




