
IMGPR_plasmid_2513237085_000010: 343,488-357,045 (+)

322

D-alanine-polyphosphoribitol ligase DltA (VF0795) (JJFCODIF_00323)

324

GDP-perosamine N-acetyltransferase (JJFCODIF_00325)
PDH-B (VF0878) (JJFCODIF_00326)

Apulose-4-phosphate transketolase subunit A (JJFCODIF_00327)

Ferrichrome outer membrane transporter/phage receptor (JJFCODIF_00328)

Iron(3+)-hydroxamate import system permease protein FhuB (JJFCODIF_00329)
Iron(3+)-hydroxamate-binding protein FhuD (JJFCODIF_00330)

ABC-type heme transporter (VF0739) (JJFCODIF_00331)
332 333

IMGPR_plasmid_2515154134_000015: 207,880-221,437 (-)

Ferrichrome outer membrane transporter/phage receptor (FAGHNEMF_00189)

Apulose-4-phosphate transketolase subunit A (FAGHNEMF_00190)

PDH-B (VF0878) (FAGHNEMF_00191)
GDP-perosamine N-acetyltransferase (FAGHNEMF_00192)

193

D-alanine-polyphosphoribitol ligase DltA (VF0795) (FAGHNEMF_00194)

IMGPR_plasmid_2861129306_000010: 430,756-445,841 (+)

D-alanine-polyphosphoribitol ligase DltA (VF0795) (GPECNLDM_00402)

403

GDP-perosamine N-acetyltransferase (GPECNLDM_00404)

PDH-B (VF0878) (GPECNLDM_00405)

Apulose-4-phosphate transketolase subunit A (GPECNLDM_00406)

Ferrichrome outer membrane transporter/phage receptor (GPECNLDM_00407)

408 409 413 414
L-amino acid amidase (GPECNLDM_00416)

IMGPR_plasmid_2842271015_000010: 22-9,288 (-)

dTDP-4-amino-4,6-dideoxy-D-glucose transaminase (MFHBBILK_00001)
putative protein (MFHBBILK_00002)

putative protein (MFHBBILK_00003)
putative protein (MFHBBILK_00004)

56Iron(3+)-hydroxamate import system permease protein FhuB

IMGPR_plasmid_2861339494_000015: 553,545-562,811 (+)

509 510
putative protein (DEONENEJ_00511)

putative protein (DEONENEJ_00512)

putative protein (DEONENEJ_00513)
dTDP-4-amino-4,6-dideoxy-D-glucose transaminase (DEONENEJ_00514)

6000 nt

virulence (VFDB)


