
IMGPR_plasmid_2859833134_000004: 17,582-30,476 (+)

Putative ABC transporter substrate-binding protein YesO (BKONNBJP_00018)

Trehalose-recycling ABC transporter (VF0842) (BKONNBJP_00019)
L-arabinose transport system permease protein AraQ (BKONNBJP_00020)
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HitABC (VF0268) (BKONNBJP_00022)
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HTH-type transcriptional repressor CytR (BKONNBJP_00027)
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Ribose import permease protein RbsC (BKONNBJP_00029)

FbpABC (VF0272) (BKONNBJP_00030)

IMGPR_plasmid_2516653085_000004: 476,554-489,448 (-)
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IMGPR_plasmid_2513237085_000010: 477,614-490,025 (-)

2-oxo-tetronate isomerase (JJFCODIF_00443)448
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IMGPR_plasmid_2515154134_000015: 74,006-86,420 (+)

6667

IMGPR_plasmid_2859840839_000004: 458,861-486,669 (+)
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putative protein (PIBGPILM_00444)

Putative transport protein YdiK (PIBGPILM_00445)
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HTH-type transcriptional activator RhaR (PIBGPILM_00447)
HTH-type transcriptional activator RhaR (PIBGPILM_00448)

Non-heme chloroperoxidase (PIBGPILM_00449)

Enterobactin exporter EntS (PIBGPILM_00450)
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N-substituted formamide deformylase (PIBGPILM_00452)
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putative hydrolase YcaC (PIBGPILM_00454)

Putative ring-cleaving dioxygenase MhqO (PIBGPILM_00455)

HTH-type transcriptional regulator DmlR (PIBGPILM_00456)

IMGPR_plasmid_2861129306_000010: 566,920-596,096 (-)

HTH-type transcriptional regulator DmlR (GPECNLDM_00534)

Putative ring-cleaving dioxygenase MhqO (GPECNLDM_00535)

putative hydrolase YcaC (GPECNLDM_00536)
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N-substituted formamide deformylase (GPECNLDM_00538)
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Enterobactin exporter EntS (GPECNLDM_00540)

Non-heme chloroperoxidase (GPECNLDM_00541)

HTH-type transcriptional activator RhaR (GPECNLDM_00542)
HTH-type transcriptional activator RhaR (GPECNLDM_00543)
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Putative transport protein YdiK (GPECNLDM_00545)

putative protein (GPECNLDM_00546)
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