Glutathione transport system permease protein GsiD (HKLHJGAF_00040)
Glutathione transport system permease protein GsiC (HKLHJGAF_00041)

Glutathione import ATP-binding protein GsiA Jallet_2B_hits_grouped (HKLHJGAF_00046)
Quorum-sensing (VF0433) (HKLHJGAF_00043) putative protein (HKLHJGAF_00047) Iron(3+)-hydroxamate-binding protein FhuD (HKLHJGAF_00056)
L-amino acid amidase (HKLHJGAF_OOO44) putative protein (HKLHJGAF_00049) ABC-type heme transporter (VF0739) (HKLHJGAF_00055)
Proline iminopeptidase (HKLHJGAF_OOO42) 45 \ putative protein (HKLHJGAF_00048) 50 51 52 53 54 \
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IMGPR _plasmid_ 2844454524 000005: 37,822-53,028 (+)
Jallet_2B_hits_grouped (AAEMKAHL_00332)
putative protein (AAEMKAHL_00331)
putative protein (AAEMKAHL_00329)
333 putative protein (AAEMKAHL_00330) 328 327
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IMGPR_plasmid_2516653085_000004: 343,311-358,517 (-)

1S3 family transposase ISPbe1 (BKONNBJP_00146)
DrmC_00006 DrmC (BKONNBJP_00147)
putative protein (BKONNBJP_00149)
putative protein (BKONNBJP_00150)
Jallet_2B_hits_grouped (BKONNBJP_00144) 145 148 ‘ 151 152
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IMGPR_plasmid_2859833134_000004: 148,514-164,922 (+)
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IMGPR_plasmid_2861339494_000015:171-5,312 (-)

414 413 Iron(3+)-hydroxamate import system permease protein FhuB (GPECNLDM_00410)
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IMGPR _plasmid 2861129306_000010:439,146-448,727 (-)
ISNCY family transposase ISRel26 (GPNKDOHI_00249)
ISNCY family transposase ISRel26 (GPNKDOHI_00251)
HTH-type transcriptional activator RhaS (GPNKDOHI_00255) HTH-tyﬁe transcriptional repressor CytR (GPNKDOHI_00247)
254 250 | 248 246
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IMGPR _plasmid_2510461076_000005: 253,726-267,263 (-)
} 6000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




