trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (NMMBLBJM_00008)
Putative transposon Tn552 DNA-invertase bin3 (NMMBLBJM_00001) anti-CRISPR-Cas evasion by DNA repair (APIS131) (NMMBLBJM_00007)
2 REase_MTase_|IG_00003 Type (NMMBLBJM_00003) 4 5 6 \
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IMGPR_plasmid_3300029761_000174:5-6,305 (+)
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IMGPR_plasmid_3300029785_000253:53-3,302 (+)

Putative transposon Tn552 DNA-invertase bin3 (JMFFHDBD_00006)
4 REase_MTase_|IG_00003 Type (JMFFHDBD_00007) 8
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IMGPR_plasmid_3300029358_000180: 39-8,487 (+)

Putative transposon Tn552 DNA-invertase bin3 (KGFIAHFI_00016)
Methionine--tRNA ligase (KGFIAHFI_00021)
20 19 18 17 15 REase_MTase_lIG_00003 Type (KGFIAHFI_00014)
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IMGPR_plasmid_3300029186_000143:7,259-15,661 (-)

Putative transposon Tn552 DNA-invertase bin3 (EFINAGCM_00019)
Elongation factor P--(R)-beta-lysine ligase (EFINAGCM_00024)
‘ 23 22 21 20 REase_MTase_|IG_00003 Type (EFINAGCM_00018)
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IMGPR_plasmid_3300029095_000104: 9,818-19,669 (-)

Putative transposon Tn552 DNA-invertase bin3 (CHMKBPED_00006)
Elongation factor P--(R)-beta-lysine ligase (CHMKBPED 00001)
\ 4 REase_MTase_IIG_00003 Type (CHMKBPED_00007)
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IMGPR_plasmid_3300029427_000150: 1-9,678 (+)

Putative transposon Tn552 DNA-invertase bin3 (BABPELBF_00007)
Transcription elongation factor GreA (BABPELBF_00001)
Aspartate--tRNA(Asp) ligase (BABPELBF_00002) 3 4 5 6 REase_MTase_IIG_00003 Type (BABPELBF_00008)
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IMGPR_plasmid_3300014533_000092: 232-10,611 (+)
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IMGPR _plasmid_3300029237_000173:5,997-10,640 (-)
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