S-adenosylmethionine synthase (DBEEMDCM_00012)
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IMGPR_plasmid_3300000279_000076:7,325-15,879 (+)

IMGPR_plasmid_3300029502_000097: 103-8,517 (-)
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IMGPR_plasmid_3300029424_000109:26-9,151 (-)

IMGPR_plasmid_3300008672_000101:51-8,820 (-)
Dual-specificity RNA pseudouridine synthase RIuA (GICPFEGI_00021)
Ribosomal RNA large subunit methyltransferase K/L (GICPFEGI_00020)
UvrABC system protein C (GICPFEGI_00018) ‘
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MTase_II_00058 Type (FOHHBCOM_00014)
8 S-adenosylmethionine synthase (FOHHBCOM_00010) 15
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IMGPR_plasmid_3300023721_000123:4,974-15,578 (+)

IMGPR_plasmid_3300023497_000136:10,008-22,176 (+)
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IMGPR_plasmid_3300030039_000069: 27-9,838 (-)
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IMGPR_plasmid_3300023489_000121:6,851-19,566 (+)
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IMGPR_plasmid_3300039356_000075: 689-13,405 (-)

Retron_ VI HTH (BJNFAOFE_00001)
MTase_|I_00058 Type (BJNFAOFE_00007) 6 4
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IMGPR_plasmid_3300029578_000156: 326-13,001 (-)

MTase_II_00058 Type (OHOGECCM_00013)
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IMGPR_plasmid_3300029389_000238:4,863-15,762 (+)

MTase_lI_00058 Type (KDPMDGNI_00006)
Sortase B (KDPMDGNI_00010) 5 4 3 2 1
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IMGPR_plasmid_3300028008_000147:42-13,493 (-)
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