
IMGPR_plasmid_3300000279_000076: 7,325-15,879 (+)

11
S-adenosylmethionine synthase (DBEEMDCM_00012)

13 14 15 16

IMGPR_plasmid_3300029502_000097: 103-8,517 (-)

Modification methylase BanI (KOLDDOIM_00001)

IMGPR_plasmid_3300029424_000109: 26-9,151 (-)

125

IMGPR_plasmid_3300008672_000101: 51-8,820 (-)

1

IMGPR_plasmid_3300023497_000136: 10,008-22,176 (+)

17
UvrABC system protein C (GICPFEGI_00018)

19

Ribosomal RNA large subunit methyltransferase K/L (GICPFEGI_00020)
Dual-specificity RNA pseudouridine synthase RluA (GICPFEGI_00021)

IMGPR_plasmid_3300023721_000123: 4,974-15,578 (+)

8 S-adenosylmethionine synthase (FOHHBCOM_00010)
MTase_II_00058 Type (FOHHBCOM_00014)

15

IMGPR_plasmid_3300030039_000069: 27-9,838 (-)

1
MTase_II_00058 Type (BOBPNKOM_00002)

IMGPR_plasmid_3300023489_000121: 6,851-19,566 (+)

MTase_II_00058 Type (NHBOKKMC_00016)
17 18 19 20 21

Retron_VI__HTH (NHBOKKMC_00022)

IMGPR_plasmid_3300039356_000075: 689-13,405 (-)

Retron_VI__HTH (NDFBDEJF_00001)
23456

MTase_II_00058 Type (NDFBDEJF_00007)

IMGPR_plasmid_3300029578_000156: 326-13,001 (-)

Retron_VI__HTH (BJNFAOFE_00001)
23456MTase_II_00058 Type (BJNFAOFE_00007)

IMGPR_plasmid_3300029389_000238: 4,863-15,762 (+)

MTase_II_00058 Type (OHOGECCM_00013)
14 15 16

IMGPR_plasmid_3300028008_000147: 42-13,493 (-)

12345
MTase_II_00058 Type (KDPMDGNI_00006)

Sortase B (KDPMDGNI_00010)

5000 nt

defence (DefenseFinder) defence (PADLOC)


