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20 21 2324 25 DruM2_06008 DNA (OILIODAC_00027) 29 1 T ‘ 4 5 Type IV secretion system protein virB1 (OILIODAC_00006)
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tet_ MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NFO00095.1) (ANIAJLOO_00016)
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tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NFO00095.1) (MJEFOJDL_00027)
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IMGPR_plasmid_2903095552_000005: 11,889-24,716 (+); 1-1,920 (+)
30 24 23 22 21

D—— E)-O4EHKE— - —@E——aHD DD
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12 1110 T Colicin-E7 (AOGKOFPA_00008)

OGO CHD PO

L__ ] -_—
IMGPR_plasmid_2713897197_000008: 2,996-16,081 (-)
Toxin CcdB (JOKJBBPK_00008)
7 T9 10

DDA —E@E—CC—E- DD

[ __ | -_—
IMGPR_plasmid_3300053491_036381: 390-11,021 (+)
Toxin CcdB (DDGBKKMF_00022)
23 T21

DK@ —C—0- DD

— —-_—
IMGPR _plasmid_2671180940_000003: 10,901-21,912 (-)
Toxin CcdB (IKBCBAOF_00005)
4 Te 9

-_—
IMGPR_plasmid_2731957628_000003: 489-7,704 (+)

RM_Type_ll_Type_ll_MTases FAM_8 (KPKNFOMC_00024)
RM_Type_II_Type_ll_REase15 (KPKNFOMC_00025)
1 29 26 \ 2322

D—H D KKK =0—C—CHD DD

— I L
IMGPR _plasmid_2671180115_.000009: 1-1,417 (-); 11,411-24,965 (-)
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transport_merC-NCBIFAM organomer"curial ti'ansporter MerC (NF033784.1) (OHIGNKGK_00024)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (OHIGNKGK_00025)
PIcR-PapR quorum sensing (VF0660) (OHIGNKGK_00028)
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