
IMGPR_plasmid_2675903385_000007: 15,632-25,298 (+); 1-4,327 (+)

1
capH (OILIODAC_00002)

Transcription antitermination protein RfaH (OILIODAC_00003)

4 5 Type IV secretion system protein virB1 (OILIODAC_00006)20 21

Thermonuclease nuc (VF0993) (OILIODAC_00022)

2324 25
REase_II_00067 Type (OILIODAC_00026)

DruM2_00008 DNA (OILIODAC_00027)

PDC-S67_WP_013220863.1 (OILIODAC_00028)

29

IMGPR_plasmid_2731957814_000005: 6,999-20,798 (-)

1015

PDC-S67_WP_013220863.1 (ICKBHKCH_00016)

DruM2_00008 DNA (ICKBHKCH_00017)
REase_II_00067 Type (ICKBHKCH_00018)

IMGPR_plasmid_3300011845_000006: 1-2,016 (-); 11,704-25,126 (-)

12 20
PDC-S67_WP_013220863.1 (JPGMEIIH_00021)

DruM2_00008 DNA (JPGMEIIH_00022)

REase_II_00067 Type (JPGMEIIH_00023)

26
Thermonuclease (JPGMEIIH_00027)
29

IMGPR_plasmid_3300042010_000006: 4,241-16,392 (-)

11
PDC-S67_WP_013220863.1 (IFDGKMMH_00012)

1317

IMGPR_plasmid_3300053491_040196: 14,150-21,819 (+); 1-3,919 (+)

27 28

IMGPR_plasmid_646311918_000003: 732-11,767 (+)

7 PDC-S67_WP_013220863.1 (IKNMDNIM_00008)

IMGPR_plasmid_2902971224_000002: 6,952-20,273 (-)

15
tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (ANIAJLOO_00016)

171819

IMGPR_plasmid_2903095552_000005: 11,889-24,716 (+); 1-1,920 (+)

424 25 26
tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (MJEFOJDL_00027)

28

IMGPR_plasmid_3300011482_000004: 1-2,030 (-); 12,251-23,439 (-)

2122232430

IMGPR_plasmid_3300014690_000013: 1-12,411 (-); 23,629-29,329 (-)

1

Specificity_I_00026 Type (MFGFKAPH_00002)
REase_I_00009 Type (MFGFKAPH_00003)

4

DNA-invertase hin (MFGFKAPH_00005)

69 32

IMGPR_plasmid_3300011768_000005: 1-1,754 (-); 12,972-29,329 (-)

PrrC__EcoprrI (MIDCJKMO_00021)

Specificity_I_00026 Type (MIDCJKMO_00022)
REase_I_00009 Type (MIDCJKMO_00023)

24

DNA-invertase hin (MIDCJKMO_00025)

26

IMGPR_plasmid_2788500364_000003: 430-18,683 (+)

4 5

DNA-invertase hin (CJJDJMGF_00006)

7
REase_I_00009 Type (CJJDJMGF_00008)

Specificity_I_00026 Type (CJJDJMGF_00009)
PrrC__EcoprrI (CJJDJMGF_00010)

Tn3 family transposase (CJJDJMGF_00011)
Serine recombinase PinR (CJJDJMGF_00012)

IMGPR_plasmid_3300053491_038745: 16,302-26,326 (+); 1-4,401 (+)

1 6

PDC-M45A_WP_157009827.1 (FFPELMFM_00031)
PDC-M45C_WP_211982960.1 (FFPELMFM_00032)

33
RM_Type_II__Type_II_REase15 (FFPELMFM_00034)

RM_Type_II__Type_II_MTases_FAM_8 (FFPELMFM_00035)

3637

IMGPR_plasmid_3300053491_030693: 1-10,024 (-); 21,450-25,549 (-)

12

RM_Type_II__Type_II_MTases_FAM_8 (GNDMLLNE_00003)

RM_Type_II__Type_II_REase15 (GNDMLLNE_00004)
5

PDC-M45C_WP_211982960.1 (GNDMLLNE_00006)
PDC-M45A_WP_157009827.1 (GNDMLLNE_00007)

IMGPR_plasmid_2740892410_000001: 781-12,998 (+)

PDC-M45A_WP_157009827.1 (KKOJDNPP_00007)
PDC-M45C_WP_211982960.1 (KKOJDNPP_00008)

9 10 1112 Type IV secretion system protein virB2

IMGPR_plasmid_3300053491_040871: 15,096-21,820 (+); 1-4,334 (+)

127 2829

IMGPR_plasmid_2778261171_000005: 10,485-21,456 (-)

20212223

IMGPR_plasmid_2558860441_000005: 10,594-21,566 (+)

20 2122 23

IMGPR_plasmid_3300053491_047159: 15,112-23,425 (+); 1-4,339 (+)

127 28
PDC-S67_WP_013220863.1 (PBNHPDAB_00029)

30

IMGPR_plasmid_3300053491_045260: 1-9,256 (-); 20,322-23,965 (-)

123
Transposon gamma-delta resolvase (KLHALLOM_00004)

56

IMGPR_plasmid_3300029886_000018: 1-6,928 (-); 17,994-24,064 (-)

Transposon gamma-delta resolvase (PACBFHPM_00001)
23 303132

IMGPR_plasmid_3300053491_045259: 14,988-23,889 (+); 1-3,923 (+)

26 27
Transposon gamma-delta resolvase (LGBJCDJC_00028)

29 3031

IMGPR_plasmid_2740892440_000008: 6,994-20,190 (+)

16 17
Transposon gamma-delta resolvase (GFJIPCCK_00018)

19 2021 28

IMGPR_plasmid_2588254052_000003: 8,639-28,444 (+)

19 20

Transcriptional repressor FrmR (PKEIGNID_00021)
S-(hydroxymethyl)glutathione dehydrogenase (PKEIGNID_00022)

23

S-formylglutathione hydrolase FrmB (PKEIGNID_00024)

25
Tn3 family transposase TnEc1 (PKEIGNID_00026)

27

Transposon gamma-delta resolvase (PKEIGNID_00028)

29 3031

IMGPR_plasmid_2886092810_000006: 6,766-23,684 (+)

16 17
REase_MTase_IIG_00009 Type (EACBAAOP_00018)

MTase_II_00053 Type (EACBAAOP_00019)

2021

IMGPR_plasmid_3300029507_000006: 2,811-25,030 (-)

89
REase_MTase_IIG_00003 Type (IGJFDHPJ_00010)

1112
Regulatory protein RecX (IGJFDHPJ_00013)

14

Tn3 family transposase ISYps3 (IGJFDHPJ_00015)

1619

IMGPR_plasmid_3300053491_039505: 15,247-28,310 (+); 1-4,156 (+)

27 28 29
REase_MTase_IIG_00003 Type (OHBNEEGA_00030)

3132

IMGPR_plasmid_3300053491_036384: 1-7,562 (-); 18,978-22,546 (-)

125

IMGPR_plasmid_2671180896_000004: 1-5,252 (-); 16,668-22,613 (-)

1 28

IMGPR_plasmid_2713897197_000008: 2,996-16,081 (-)

Colicin-E7 (AOGKOFPA_00008)
Colicin-E7 immunity protein (AOGKOFPA_00009)

101112

IMGPR_plasmid_3300053491_036381: 390-11,021 (+)

7
Toxin CcdB (JOKJBBPK_00008)

9 10

IMGPR_plasmid_2671180940_000003: 10,901-21,912 (-)

21
Toxin CcdB (DDGBKKMF_00022)

23

IMGPR_plasmid_2731957628_000003: 489-7,704 (+)

4
Toxin CcdB (IKBCBAOF_00005)

6 9

IMGPR_plasmid_2671180115_000009: 1-1,417 (-); 11,411-24,965 (-)

1 2223

RM_Type_II__Type_II_MTases_FAM_8 (KPKNFOMC_00024)
RM_Type_II__Type_II_REase15 (KPKNFOMC_00025)

2629

IMGPR_plasmid_2767802163_000002: 3,831-14,143 (+)

7 8 9 12 Type IV secretion system protein virB4 (AMDDJAIP_00019)

IMGPR_plasmid_2568526359_000006: 21,045-32,601 (+); 1-9,954 (+)

Specificity_I_00150 Type (JDBJLNKC_00001)
REase_I_00009 Type (JDBJLNKC_00002)

3 4 530 33 34

Tn3 family transposase ISYps3 (JDBJLNKC_00035)

36
Regulatory protein RecX (JDBJLNKC_00037)

PrrC__EcoprrI (JDBJLNKC_00038)

IMGPR_plasmid_2531839623_000003: 10,007-27,395 (+)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (OHIGNKGK_00021)

Mercuric transport protein MerT (OHIGNKGK_00022)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (OHIGNKGK_00023)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (OHIGNKGK_00024)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (OHIGNKGK_00025)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (OHIGNKGK_00026)

27

PlcR-PapR quorum sensing (VF0660) (OHIGNKGK_00028)
DNA-invertase hin (OHIGNKGK_00029)

Tn3 family transposase TnAs2 (OHIGNKGK_00030)

IMGPR_plasmid_3300053491_034664: 1-12,707 (-); 23,784-27,836 (-)

Tn3 family transposase ISPa38 (BNMCEBKO_00001)234567
DNA-invertase hin (BNMCEBKO_00008)

ISNCY family transposase ISLad2 (BNMCEBKO_00009)
ISNCY family transposase ISLad2 (BNMCEBKO_00010)

11

PDC-M45C_WP_211982960.1 (BNMCEBKO_00012)
PDC-M45A_WP_157009827.1 (BNMCEBKO_00013)

IMGPR_plasmid_3300011653_000010: 17,417-27,430 (+); 1-6,340 (+)

Tn3 family transposase ISPa38 (GLLIMHCB_00001)

PDC-M45A_WP_157009827.1 (GLLIMHCB_00028)
PDC-M45C_WP_211982960.1 (GLLIMHCB_00029)

30

ISNCY family transposase ISLad2 (GLLIMHCB_00031)
ISNCY family transposase ISLad2 (GLLIMHCB_00032)

DNA-invertase hin (GLLIMHCB_00033)
34 35 36 37

8000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


