Thermonuclease nuc (VF0993) (JDBJLNKC_00028)
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IMGPR_plasmid_2671180896_000004: 1-6,684 (-); 18,006-22,613 (-)

tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (ANIAJLOO_00016)
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Type IV secretion system protein VirB11 Thermonuclease (MJEFOJDL_00020)
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5 2 Tn3 family transposase ISEc63 (OBDHJNJD_00001)
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ISNCY family transposase I1SLad2 (AAJOAIED_00002)
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Transposon gamma-delta resolvase (PPDKCDON_00004)
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IMGPR_plasmid_3300029844_000042: 385-8,854 (-)

Tn3 family transposase 1SYps3 (IBPIOHPO_00006)
Regulatory protein RecX (IBPIOHPO_00004) Specificity_I_00026 Type (IBPIOHPO_00002)
5 PrrC_Ecoprrl (IBPIOHPO_00003) REase_|_00009 Type (IBPIOHPO_00001)
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DNA-invertase hin (HLCIEBIN_00027) Specificity_I_00026 Type (HLCIEBIN_00030)
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1S3 family transposase ISCfr6 (CDHLEAKA_00033)
Carbonic anhydrase (CDHLEAKA_00034)
‘ 35 36  DNA-invertase hin (CDHLEAKA_00037)
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