Putative transposon Tn552 DNA-invertase bin3 (OBKGPBHI_00052)
I1SL3 family transposase ISKox3 (OBKGPBHI_00051)
50 | 53 54 5556

IMGPR _plasmid 2872117924 000002: 39,927-44,503 (+)
ISL3 family transposase ISKox3 (NOOEBFDD_00047)

IMGPR_plasmid_2843515694_000001:31,267-35,843 (-)

ISL3 family transposase ISKox3 (JPDGIHJL_00002)
6

IMGPR_plasmid_2791355271_000008: 212-4,789 (+)
53

IMGPR_plasmid_2718217963_000003: 37,241-42,403 (-)
ISL3 family transposase ISKox3 (PLHNHIJB_00037)
41 43

IMGPR _plasmid_2925891887_000003: 31,676-36,625 (+)
3 151 family transposase 1S1D (GHMNFHCM_00002)

IMGPR _plasmid_2721755654_000004: 178-4,580 (-)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (KKKPGOHP_00004)
Glycerol-3-phosphate regulon repressor (KKKPGOHP_00003)
1S6 family transﬁosase 1526 (KKKPGOHP_00005)
12 | | _Protein UmuD (KKKPGOHP_00006)

I
IMGPR _plasmid_2588253973_000006: 24-6,654 (+)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (GHEEHPCM_00054)
Glycerol-3-phosphate regulon repressor (GHEEHPCM_00055)
ISé‘famin Transposase 1S26 (GHEEHPCM_00053)
52

IMGPR_plasmid_2609459901_000003: 35,597-41,475 (-)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (MLECDAJC_00059)
Glycerol-3-phosphate regulon repressor (MLECDAJC_00060)
1S6 family fransposase 1S26 (MLECDAJC_00057)
‘ Protein UmuD (MLECDAJC_00056)
| 58 | | 54 53

@A -1 H-D

I
IMGPR_plasmid_2718217864_000003: 37,561-45,278 (-)
Protein UmuD (LPJJKJOO_00050)
51

IMGPR _plasmid_2671180284_000013: 35,295-38,751 (-)
1 Protein UmuD (ABMLEBOE_00002)

IMGPR _plasmid_2609459930_000004: 49-3,505 (+)
Protein UmuD (CABCEGDL_00052)
59

IMGPR _plasmid_2667527772_000004: 35,364-38,781 (-)
1S6 family transposase 1526 (IAALFGPA_00053)
T Protein UmuD (IAALFGPA_00052)

IMGPR_plasmid_2660237949_000004: 35,339-38,858 (-)
1S6 family transposase 1526 (BDPMCLIF_00001)
Tﬂotein UmuD (BDPMCLIF_00002)

IMGPR_plasmid_2590828666_000007:27-3,546 (+)

1S6 family transposase 1526 (IIJMHDLD_00001)

I ISL3 family transposase ISKox3 (IIJMHDLD_00004)
rotein UmuD (IIJMHDLD_00002)

IMGPR_plasmid_2744054872_000009: 39-4,882 (+)

1S6 family transposase 1526 (MBAGNOEJ_00055)
_Protein UmuD (MBAGNOEJ_00054)

IMGPR_plasmid_2671180351_000004: 36,824-40,754 (-)
1S6 family transposase 1526 (JGCNAMFF_00001)
_Protein UmuD (JGCNAMFF_00002)

IMGPR _plasmid_2545824782_000010: 77-4,007 (+)
1S6 family transposase 1S26 (LJKNEJDN_00002)
Tn3 family transposase ISSba14 (LJKNEJDN_00001)

| Protein UmuD (LJKNEJDN_00003)

IMGPR _plasmid_2693429716_000008: 173-5,479 (+)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (KLAJPFGK_00001)
1S6 family transposase 1526 (KLAJPFGK_00003)
1S6 family transposase 1526 (KLAJPFGK_00002)
_Protein UmuD (KLAJPFGK_00004)

I

IMGPR plasmid 2657245054 000004: 242-5,831 (+)
1S6 family transposase 1526 (HLGDMIBC_00001)
"] Protein UmuD (HLGDMIBC_00002)

IMGPR _plasmid_2663763190_000008: 24-3,810 (+)

Tn3 family transposase 1SSba14 (ADMMPEEO_00001)

1S6 family transposase 1S26 (ADMMPEEO_00002)
_Protein UmuD (ADMMPEEO_00003)

IMGPR_plasmid_2636416105_.000006: 106-5,391 (+)

1S6 family transposase 1S26 (PHJHOBAC_00002)
1 _Protein UmuD (PHJHOBAC_00003)

IMGPR _plasmid 2609459893 000003: 76-4,841 (+)
Aminoglycoside 3'-phosphotransferase (DNCFADFB_00001)
1S6 family transposase 1S26 (DNCFADFB_00002)

| Protein UmuD (DNCFADFB_00003)

IMGPR _plasmid_2576861388_000004: 328-5,323 (+)
Aminoglycoside 3'-phosphotransferase (NCJBBOCJ_00002)
1S6 family transposase 1S26 (NCJBBOCJ_00003)

1 | _Protein UmuD (NCJBBOCJ_00004)

IMGPR_plasmid_2690315961_000009: 49-5,365 (+)

1S6 family transposase 1526 (FMOCDMFK_00002)
1 _Protein UmuD (FMOCDMFK_00003)

IMGPR_plasmid_2859243816_000001: 183-6,459 (+)
blaNDM-NCBIFAM NDM family subclass B1 metallo-beta-lactamase (NFO00259.2) (EAPCAQJI_00004)
N-(5'-phosphoribosyl)anthranilate isomerase (EAPCAOJI_00006)
1530 family transposase ISAba125 (EAPCAOJI_00002)
Tn3 family transposase 1S3000 (EAPCAQJI_00001)
| | 156 family transposase 1526 (EAPCAOJI_00008)
1S5 family transposase IS5 (EAPCAOJI_OOOOB)
| | 5 7 Protein UmuD (EAPCAQJI_00009)

IMGPR _plasmid 2846898933 000001:52-11,871 (+)
blaNDM-NCBIFAM NDM family subclass B1 metallo-beta-lactamase (NF000259.2) (JBMONNGB_00005)
N-(5'-phosphoribosyl)anthranilate isomerase (JBMONNGB_00007)
| 156 family transposase 1526 (J/BMONNGB_00010)
1S30 family transposase ISAba125 (JBMONNGB_00003) ‘

Tn3 family transposase Tn2 (JBMONNE‘ B_00001) ‘IS() family transposase 1526 (JBMONNGB_00009)
1S5 family transposase IS5 (JBMONNGB_00004)
Tn3 family transposase 1S3000 (JBMONNGB_00602) \ 6 \ 8 _Protein UmuD (JBMONNGB_00011)

H A

IMGPR _plasmid_2925929528 000002: 937-15,606 (+)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (LKGLBOIL_00054)
Glycerol-3-phosphate regulon repressor (LKGLBOIL_00055)
L-threonate dehydrogenase (LKG [BOIL_OOOSé)
3-oxo-tetronate kinase (LKGLBO L,OOOSS)‘
3-oxo-tetronate kinase (LKGLBOIL_00057)
REase_l1_00069 Type (LKGLBOIL_00064) ‘

MTase_I1_00147 Type (LKGLBOIL_00063)
| 62 61 6059

1S6 family transposase 1526 (LKGLBOIL_00053)
\ _Protein UmuD (LKGLBOIL_00052)

Ll ————
IMGPR _plasmid 2663763125 _000005: 35,375-48,166 (-)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (GLPDNCFP_00053)
Glycerol-3-phosphate regulon repressor (GLPDNCFP_00054)
L-threonate dehydrogenase (GLPBNCFP_‘OOOSS)

REase_II_00069 Type (GLPDNCFP_00061) | |
MTase_|I_00147 Type (GLPDNCFP_00060) 1S6 family transposase 1S26 (GLPDNCFP_00052)

\ 59 58 57 56 | | Protein UmuD (GLPDNCFP_00051)

I S
IMGPR _plasmid_2671181080_000004: 35,452-47,424 (-)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (GPAFEMPN_00061)
1S6 family transposase 1S26 (GPAFEMPN_00053)
Tyrosine recombinase XerC (GPAFEMPN_00062)
REase_|I_00069 Type (GPAFEMPN_00058)
MTase_Il_00147 Type (GPAFEMPN_00057)
60 59 \ 56 55 54 Protein UmuD (GPAFEMPN_00052)

— I
IMGPR _plasmid_2660238204_000004: 35,460-47,391 (-)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (FCNOINFL_00061)
1S6 family transposase 1S26 (FCNOINFL_00053)
REase_l1_00069 Type (FCNOINFL_00058)
MTase_lI_00147 Type (FCNOINFL_00057)
60 59 \ 56 55 54 _Protein UmuD (FCNOINFL_00052)

[ ] I R
IMGPR _plasmid_260945995%9 000004: 35,657-46,473 (-)
penta_rpt_QnrVC-NCBIFAM QnrVC family quinolone resistance pentapeptide repeat protein (NFO00421.1) (JCPCJKHD_00060)

blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (JCPCJKHD_00053)

ISKra4 family transposase ISKpn19 (JCPCJKHD_OOOSE)
Tn3 family transposase Tn2 (JCPCJKHD_00065)
156 family transposase 1526 (JCPCJKHD_00063) Tn3 family transposase ISEc63 (JCPCJKHD_00051)
l DNA-invertase hin (JCPCJKHD_00056) 1S6 family transposase 1526 (JCPCJKHD_00050)
DNA-invertase hin (JCPCJKHD_@E‘?) Protein UmuD (JCPCJKHD_00049)

64 6261 | | 5857 | 54 Tn3 family transposase 1S3000 (JCPCJKHD_00052)]

L
IMGPR _plasmid_2939172355_000001:31,460-51,446 (-)
Pl protein (GJGNPANI_00025)
30 26 24 Chaperone protein DnaJ (GJGNPANI_00023)

IMGPR_plasmid_2869445338_000002: 15,825-23,275 (-)
48

IMGPR _plasmid_2811995304 000007: 27,865-34,989 (-)

1S6 family transposase 1S26 (GIPLEPIP_00004)

Beta-lactamase SHV-4 (GIPLEPIP_00002)

1 T3 | 5  Putativetransposon Tn552 DNA-invertase bin3 (GIPLEPIP_00007)

IMGPR_plasmid_2667527700_000003: 53-6,048 (+)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NFO00320.3) (KBIJNEKO_00007)
DrmD_00013 DrmD (KBIJNEKO_00005)

Tyrosine recombinase XerC (KBIJNEKO_00002) 151182 family t‘ransposase ISKpné (KBIJNEKO_00008)
Tn3 family transposase ISPsy42 (KBIJNEKO_00003)

PR i s S AP 9 1011
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IMGPR_plasmid_2588254044_000004: 151-16,980 (+)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (LGEKNPKI_00070)
AAC_6p_Ib-NCBIFAM AAC(6)-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (LGEKNPKI_00066)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NFO00490.1) (LGEKNPKI_00068)
rifampin_ARR-NCBIFAM NAD(+)--rifampin ADP-ribosyltransferase (NFO33144.1) (LGEKNPKI_00069)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (LGEKNPKI_00067)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate 5\)ntha§e Suld (NF00D294.1) (LGEKNPKI_00071) ISKra4 family transposase 1ISKpn19 (LGEKNPKI_00062)
1S6 family transposase 1S26 (LGEKNPKI_00076) Tyrosine recombinase XerC (LGEKNPKI_00065) 1S110 family transposase 1S4321R (LGEKNPKI_00059)

DNA-invertase hin (LGEKNPKI_00064) DNA-invertase hin (LGEKNPKI 00061)
\Tn3 family transposase TnAs1 (LGEKNPKI_00063) 60  Protein UmuD (LGEKNPKI_00058)

a @E-EHD-AAE{DH-D

1S6 family transposase 1S6100 (LGEKNPKI_00073)
8079 78 77 75 74 72 \

I . EE—— —
IMGPR_plasmid_2627853850_000008: 39,974-64,085 (-)

[ 9000 nt i
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