Putative 1,2-phenylacetyl-CoA epoxidase, subunit D (PIOMPHCC_00597)
1,2-phenylacetyl-CoA epoxidase, subunit B (PIOMPHCC_00595)

I:Ziphenylacetyl-CoA epoxidase, subunit C (PIOMPHCC_00596) FMN-dependent NADH-azoreductase (PIOMPHCC_00609)
1,2-phenylacetyI-CoA epoxidase, subunit E (PIOMPHCC_00598) 1S5 family transposase 151021 (PIOMPHCC_00605) Thiosulfate sulfurtransferase GIpE (PIOMPHCC_00612)
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1,2-phenylacetyl-CoA epoxidase, subunit A (ANNHEEJA_00416)
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