HTH-type transcriptional activator CmpR (MBBBCJKK_01187)

HTH-type transcriptional regulator GItC (MBBBCJKK_01184) Cytochrome bo(3) ubiquinol oxidase subunit 3 (MBBBCJKK_01192)
Putative metabolite transport protein NicT (MBBBCJKK_01186) Cytochrome c oxidase subunit 3 (MBBBCJKK_01193)

PEB1 (VF0772) (MBBBCJKK_01183) Nodulation outer protein X (MBBBCJKK_01189)
1184 1187 1189 1190 Alternative cytochrome c oxidase subunit 1 (MBBBCJKK_01194)
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