Macrolide export ATP-binding/permease protein MacB (LMFFCHOE_01442) Cyclopropane-fatty-acyl-phospholipid synthase (LMFFCHOE_01452)
HTH-type transcriptional regulator YofA (L(MFFCHOE_01448)

HTH-type transcript‘lonal regulator PgrR (LMFFCHOE_01441) Putative hydroxypyruvate reductase (L(MFFCHOE_01449)
FbpABC (VF0272) (LMFFCHOE_01443) Leu/lle/Val-binding protein (L(MFFCHOE_01451)
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IMGPR_plasmid_2808606475_.000001: 1,636,784-1,652,540 (-)

Transcriptional activator protein CzcR (ADJLCFPH_01226)

Putative hydroxypyruvate reductase (ADJLCFPH_01232) Acetyl-CoonaIate CoA-transferase (ADJLCFPH_01223)
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IMGPR _plasmid_2808606471 _000001: 1,554,129-1,573,726 (-)
1-deoxyxylulose-5-phosphate synthase YajO (MCFEOAFP_01303)
1-deoxyxylulose-5-phosphate synthase YajO (MCFEOAFP_01304)
NADP-dependent alcohol dehydrogenase C 2 (MCFEOAFP_01305)

1299

1300 1295 1294

i KEEEmme @K K— O—1H ) — A
IMGPR_plasmid_280860645% _000001: 1,632,273-1,650,264 (-)

k 7000 nt {
virulence (VFDB)

N




