putative malonic semialdehyde reductase RutkE (ANNHEEJA_00476)

FMN-dependent NADH-azoreductase 1 (ANNHEEJA_00477) tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NFO00095.1) (ANNHEEJA_00487)
Inner membrane protein YqjF (ANNHEEJA_00474) Ferredoxin--NADP reductase (ANNHEEJA_00483) putative hydrolase YcaC (ANNHEEJA_00486)
473 \ \ 476 477 478 479 480 482 483 486

e N D Oi-E— < } o

|
IMGPR_plasmid_2808606475_000001: 596,505-609,400 (+)
MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NFO00025.1) (HKJMEOHP_00522)

FMN-dependent NADH-azoreductase 1 (HKJMEOHP_00517)
Multidrug resistance protein Stp (HKJMEOHP_00521) 525 528
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IMGPR _plasmid_282175905%9_000001: 704,641-717,949 (+)
Multidrug resistance protein Stp (MCFEOAFP_00495) MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NFO00025.1) (MCFEOAFP_00496)
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IMGPR_plasmid_2808606459_000001: 657,428-665,626 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (MBBBCJKK_00576)
HK,OanS,O-NCBIFAM vancomycin resistance histidine kinase VanS-O (NFO033094.0) (MBBBCJKK_00575)

‘ FMN-dependent NADH-azoreductase 1 (MBBBCJKK_00570)

HTH-type transcriptional activator AllS (MBBBCJKK_00574) 569 MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NFO00025.1) (MBBBCJKK_00566)
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