4-methylaminobutanoate oxidase (formaldehyde-forming) (LMFFCHOE_01328)
1323 putative MFS-type transporter YcaD (LMFFCHOE_01329)
1322 1324 1325 1326 \ 1329 1330  Desferrioxamine (VF1244) (LMFFCHOE_01332)
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IMGPR _plasmid_2808606472_000001: 1,656,771-1,665,354 (+)
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IMGPR _plasmid_2821759059_000001: 1,761,071-1,769,655 (-)
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IMGPR_plasmid_2808606489_000001: 1,656,941-1,665,525 (+)
Michele_1A_hits_grouped (EKHANOBD_01442)
1435 Adenosylmethionine-8-amino-7-oxononanoate aminotransferase (EKHANOBD_01430)
1437 Michele_1A_hits_grouped (EKHANOBD_01433)
&8—@6 14341433 1432 1431 1429 1428 1426 1425 TAL effector protein Brg11 (EKHANOBD_01427)
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IMGPR_plasmid_2806311045_.000001: 1,843,726-1,865,125 (-)

AAC_3_I-NCBIFAM AAC(3)-I family aminoglycoside 3-N-acetyltransferase (NFO33083.0) (ANNHEEJA 01411)
1406 1404
1407] 1405 | 1403 1402 HTH-type transcriptional regulator VirS (ANNHEEJA_01404)
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IMGPR_plasmid_2808606475_000001: 1,752,492-1,763,001 (-)
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