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DNA-3-methyladenine glycosylase 1 (LMFFCHOE_00588)

Cobalt/magnesium transport protein CorA (LMFFCHOE_00589)
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qepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NF012169.0) (LMFFCHOE_00591)

Multidrug resistance protein 3 (LMFFCHOE_00592)
putative hydrolase YcaC (LMFFCHOE_00593)
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Ferredoxin--NADP reductase (LMFFCHOE_00597)
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MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NF000025.1) (LMFFCHOE_00599)
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FMN-dependent NADH-azoreductase 1 (LMFFCHOE_00603)

putative malonic semialdehyde reductase RutE (LMFFCHOE_00604)

IMGPR_plasmid_2808606471_000001: 599,406-614,071 (-)
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tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (ADJLCFPH_00488)

IMGPR_plasmid_2821759059_000001: 707,486-720,179 (-)

Multidrug resistance protein Stp (HKJMEOHP_00521)

MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NF000025.1) (HKJMEOHP_00522)
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IMGPR_plasmid_2808606489_000001: 717,867-732,636 (+)

561
562

563 FMN-dependent NADH-azoreductase 1 (MBBBCJKK_00570)

IMGPR_plasmid_2808606459_000001: 660,261-679,725 (-)
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Mitomycin radical oxidase (MCFEOAFP_00501)
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