putative tartrate dehydrogenase/decarboxylase TtuC' (JAAJAGPC_00885)
HTH-type transcrlptlonal regulator DmIR (JAAJAGPC_00886)
Aerobic C4-dicarboxylate transport proteln (JAAJAGPC_00884)

Fosfomycin resistance protein AbaF (JAAJAGPC_00873) Anaerobic sulfatase-maturating enzyme (JAAJAGPC_00880,
Thiamine-phosphate synthase (JAAJAGPC_00872) Phenylserine dehydratase (JAAJAGPC_OOBBl)
1 SWpanedlol dehydrogenase (JAAJAGPC_00874) 877 Nitrilase (JAAJAGPC,OOSS?) Rhomboid protease GlpG (JAAJAGPC_00887)
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Anaerobic sulfatase-maturating enzyme (ANNHEEJA_00874)
Phenylserine dehydratase (ANNHEEJA_00875)
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868 869 870 T ‘ Nitrilase (ANNHEEJA_00876)
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IMGPR_plasmid_2808606474_000001: 1,072,371-1,097,648 (+)

IMGPR _plasmid_2808606459_000001: 1,105,395-1,124,497 (+)
Tyrosine recombinase XerC (LMFFCHOE_00245)
243 1,3-propanediol dehydrogenase (L(MFFCHOE_00238)
Ziﬂ _Choline dehydrogenase (LMFFCHOE_00237)
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IMGPR_plasmid_2808606472_000001:293,979-312,318 (-)
Fosfomycin resistance protein AbaF (IACMFINA_00225)
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232 | 224 UvrABC system protein A (IACMFINA_00222)
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