cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (ANNHEEJA_00649)
Glutathione transport system permease protein GsiD (ANNHEEJA_00643)
Glutathione transport system permease protein GsiC (ANNHEEJA_00642)
Oligopeptide trénsport ATP-binding protein OppF (ANNHEEJA_00645)

N-acetyl-gamma-glutamyl-phosphate reductase (ANNHEEJA_00639) Inner membrane protein YbiR (ANNHEEJA_00654)
‘ Succinyl-diaminopimelate desuccinylase (ANNHEEJA_00646) Protein ImuB (ANNHEEJA_00651)
Glutathione-binding protein GsiB (ANNHEEJA_00641) putative HTH-type transcriptional regulator (ANNHEEJA_00648) Error-prone DNA polymerase (ANNHEEJA_00652)
\ 638 Oligopeptide transport ATP-binding protein OppD (ANNHEEJA_00644) 645 \ 648 \ I 651

B H I, N R —CTHED D) N —O-TD

IMGPR_plasmid_2808606475_000001: 784,405-805,181 (+)
412 411

HBD{O—{T) A —oD

IMGPR_plasmid_2808606454_000001: 535,983-553,295 (-)

HTH-type transcriptional regulator GItC (LMFFCHOE_00440)
441 434 433 tet_protect-NCBIFAM tetracycline resistance ribosomal protection protein (NF012153.1) (L(MFFCHOE_00428)
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Glutathione transport system permease protein GsiC (MCFEOAFP_00658) 662 663 668
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